
logo

MEKI L
M
D
N
K
SLKERMYKNWAKLAINAMQGHKVKAI FI

L

I
L
V
A
V
A
C
L
S

S
A
A
L
V

I
V
A
F
G
I
T

A
G
S I FMYVIMFLPTAKNSTGLPHKHNPAEKSEAPTGLVSKSVDEQANSVLSPASTDESASTAETKNSSTVQSAVASVDKVFKLANQSEAKSKNSENSDESKEENSKNPDENERTIMVI

VDI
L

NTDB id 595 KW2 RS08725 WP 021037687.1 MEKILDKLKEY.WKIM.....LLVVCALIAGGIFYIFTNSPKPAETLSVENLSSSSTKSSVSKFNSSSSEKNKNEIMVDL 74
NTDB id 234882 S101395 RS08785 WP 373926326.1 ....MNSLKRYKWAAAGV...FIAALSV..ISIM.VMPK.LHHESAG.SDSLPADAASVQAADLAEKKESEEPDRIVVDL 68
NTDB id 105 BSU 25590 NP 390437.1 ..........MNWLNQHKKAIILAASAAVFTAIM.IFLATGKNKEPV.KQAVPTETENT..VVKQEANNDESNETIVIDI 66
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NTDB id 595 KW2 RS08725 WP 021037687.1 KGAVAKPNVYQISSDERLVDLIRQAGGFTDQADQKSINLSAKLKDEEVIYVPKVGESSSSESTDSPTGSSVSNQISTTSG 154
NTDB id 234882 S101395 RS08785 WP 373926326.1 KGAVKKPGVYEMKTGERVHQLLKKAGGTVKNAEGKQINLAAVLQDGMVIYIPFEGEETVQAGTGT.....AAPSSAEGGT 143
NTDB id 105 BSU 25590 NP 390437.1 KGAVQHPGVYEMRTGDRVSQAIEKAGGTSEQADEAQVNLAEILQDGTVVYIPKKGEETAVQQGGG.....GSVQSDGGKG 141
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VGQPKSKAQEDAIAIDAFYRMEKENGDPRFKQGSTI EDLIGTNKVSGFIGDEKSTLFEKLIKDSES ITS IVDK
NTDB id 595 KW2 RS08725 WP 021037687.1 PKVNINKADLTELQKLTGIGQKKAQDIIDFRMKNGDFKSIEDLGKVSGFGDKTLEKLKDEISID 218
NTDB id 234882 S101395 RS08785 WP 373926326.1 ETVNINTASPEELQAIPGVGPSKAEAIAAYREENGPFQGIEDITNVSGIGEKTFEKIKSSISVK 207
NTDB id 105 BSU 25590 NP 390437.1 ALVNINTATLEELQGISGVGPSKAEAIIAYREENGRFQTIEDITKVSGIGEKSFEKIKSSITVK 205
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