
logo MLASKMRWDE I
VQRTPDKQDEKVEKSLSTEGQLGHITPLAVASLLVKMRGCFDTADEQSAARLSFLHGTKDAVDGFHYDPFYELLMKDGMEKEKAAVDRR I EKQAI SEQHQ

NTDB id 234880 S101395 RS07845 WP 006637809.1 MLASKMRWDVQTPDKEKVESLSGQLGITPLAASLLVMRGCDTADQAASFLHGKDVGFHDPYLLKDMEKAVRRIEQAISEH 80
NTDB id 354 BSU 27620 NP 390640.1 MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAISQQ 80
consensus !!!!!!!!**! !! *!! !!* !!*!!!! !!!!! !!*!!!* ! !!! !! !*!!* *! ! ! !! !!!! *

logo EHKIMIYGDYDADGVTSTSTVLMLHQTLKQKFLSAQVDFYIPDRFKEGYGPNEAQAFRQS IKDEQRGFYSL I ITVDTGIAAGVHEADKVAKEL
NTDB id 234880 S101395 RS07845 WP 006637809.1 EHIMIYGDYDADGVTSTTVLLQTLKKFSAQVDFYIPDRFKEGYGPNEAAFRQIKDQGYSLIITVDTGIAGVHEADVAKEL 160
NTDB id 354 BSU 27620 NP 390640.1 EKIMIYGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKEL 160
consensus !*!!!!!!!!!!!!!!!*!*!*!! ! !!!!!!!!!!!!!!!!!!!! !!! !!* !*!!!!!!!!!!!*!!!! !!!!!

logo GI
LDLVI ITDHHEPGPEVLPDAVRYAI IVHPKQPGCSTYPFKELAGVGVAFKLAHALLSGDELVPDEELLDLACAIGTIADLVPLHDENRHL I

NTDB id 234880 S101395 RS07845 WP 006637809.1 GIDLIITDHHEPGPVLPDAYAIIHPKQPGCSYPFKELAGVGVAFKLAHALSGDVPEELLDLCAIGTIADLVPLHDENRHI 240
NTDB id 354 BSU 27620 NP 390640.1 GLDVIITDHHEPGPELPDVRAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLI 240
consensus !*!*!!!!!!!!!! !!! !!*!!!!!!!*!!!!!!!!!!!!!!!!!!! !**!*!!!!!*!!!!!!!!!!!!!!!!*!

logo AKTLGLMAEQRFLRKRTKNRLPGL IKAEL ITKI
L
A
SGAGDE IGQENANEETI

VGFQI
LAPR I

LNAVGR IDEQADPAVHLLMNSTEDESFTEAEI ELAAEE IDNQSLNKE
NTDB id 234880 S101395 RS07845 WP 006637809.1 AKLGMAQFRKTKRPGLIALTKIAGAEIQNANEETIGFQIAPRINAVGRIDQADPAVHLLNTEDETEAIELAEEINSLNKE 320
NTDB id 354 BSU 27620 NP 390640.1 ATLGLERLRRTNRLGLKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNKE 320
consensus ! !!* !*! !*!! ! !* !**! !!!!!*!!!*!!!*!!!!!!*!!!!!!!!! *!! !! !!! !! !!!!

logo RQKI
MVNSKQI

MTDEEAI
VEMI

VEEQQGLDQPTAVIVAVAKRAPGWNPGVVGIVASKLVDERFYRPAIVLGIDEEKGIAKGSARS IKRGFDNLFEQNS
NTDB id 234880 S101395 RS07845 WP 006637809.1 RQKIVNQITEEAVEMIEEQGLDQPVIVAARPGWNPGVVGIVASKLVERFYRPAIVLGIDEEKGIAKGSARSIKGFDLFQN 400
NTDB id 354 BSU 27620 NP 390640.1 RQKMVSKMTDEAIEMVEQQGLDQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNLFES 400
consensus !!!*! *!*!!*!!*! !!!!!* !! !**!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!*!! !!

logo LSECRDI LPHFGGHPMAAGMTLKNAQDEDVGPADLRESR I
LNER I

QADEANTVLTEEDF IPVQEVDLCVCGRLVEDITVDES IAEMNMLASPFGMTGLN
NTDB id 234880 S101395 RS07845 WP 006637809.1 LSECRDILPHFGGHPMAAGMTLNQDDVGALRERINRQAEAVLTEEDFIPVQEVDLCCRLEDITVDSIAEMNMLAPFGTGN 480
NTDB id 354 BSU 27620 NP 390640.1 LSECRDILPHFGGHPMAAGMTLKAEDVPDLRSRLNEIADNTLTEEDFIPVQEVDLVCGVEDITVESIAEMNMLSPFGMLN 480
consensus !!!!!!!!!!!!!!!!!!!!!! *!!* !! !*! !* !!!!!!!!!!!!!!*! *!!!!!*!!!!!!!! !!! !

logo PKPFHVLVEDNAVEVI
LEDEAVRKIGANKQNTHLVKLMMTI

L
A
R
D
N
E
G
Q
S
A
S
K
QLDC I

VGFNYKGE I
L
E
QEGS IVVPGASKR I S ILVGELMS INEWNNRKKPQLMIKDA

NTDB id 234880 S101395 RS07845 WP 006637809.1 PKPFVLVEDVEIEEARKIGANQNHLKLMLADGQAKLDCIGFYKGEIEESVVPGAKISLVGELSINEWNNRKKPQLMIKDA 560
NTDB id 354 BSU 27620 NP 390640.1 PKPHVLVENAVLEDVRKIGANKTHVKMTIRNESSQLDCVGFNKGELQEGIVPGSRISIVGEMSINEWNNRKKPQLMIKDA 560
consensus !!!*!!!! *!* !!!!!! !*!* * !!!*!! !!!* ! *!!! *!!*!!!*!!!!!!!!!!!!!!!!!!



logo AVKSEWQLFDFLRGKRTWEDEQTI
V
L
S
A
KLDPPSAEKRAVFI IVCSFKREDESRTATKLLAQGTETDGLRDRELVHI LV IRSGSEKDEDQAKVARFIDLDHGNARYAIVFL ILDPTPPQS ILDI

M

NTDB id 234880 S101395 RS07845 WP 006637809.1 AVKEWQLFDFRGKRTWEEQILKLDPEKRVFICFREESRAKLAGTGLRDELILIRGEEDAVRIDLHNRYAVFIDTPQSIDI 640
NTDB id 354 BSU 27620 NP 390640.1 AVSEWQLFDLRGKRTWEDTVSALPSAKRAIVSFKEDSTTLLQTEDLRREVHVISSKDQAKAFDLDGAYIVLLDPPPSLDM 640
consensus !! !!!!!! !!!!!!!* * !** !! **!*!*! ! !! !***! * ! !!* ! ! *!*!*!*!*

logo

F
L
A
D
H
R
L
V
I
L
E
NGKARLPER IYFL I FLTNQHTDEDHFFLSTFPATRDHYFKWYYAFLLKRGASFDLVKVKHYGASELAKHKGWSTKVDETIDNFMTKVFFDELGFV

NTDB id 234880 S101395 RS07845 WP 006637809.1 FDHVINGKRLERIYLIFTQTDDHFFSTFPTRDYFKWYYAFLLKRGSFDLVKYGAELAKHKGWTKDTIDFMTKVFFELGFV 720
NTDB id 354 BSU 27620 NP 390640.1 LARLLEGKAPERIYFIFLNHEDHFLSTFPARDHFKWYYAFLLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFDLGFV 720
consensus *** !! *!!!! !! ***!!! !!!! !!*!!!!!!!!!!!! !!* !*! !!!!!!!!* *!! !!!!!!!*!!!!

logo

K
TI ENGVLSVVSYGAAKKRDLTDSEQTYQRAKKQQRL IMELDEQKLLNYSSADEELKEQWLNSKLRMDKEQDSSEAYESMTRRT

NTDB id 234880 S101395 RS07845 WP 006637809.1 TIENGVLSVVYGAAKRDLTDSETYRKKQRLIELEQKLLYSSADELKQWLSKRMDESSEAYESMRRT 786
NTDB id 354 BSU 27620 NP 390640.1 KIENGVLSVVSGAKKRDLTDSQTYQAKQQLMELDQKLNYSSAEELKEWLNKLMKQDSEAYESTRRT 786
consensus !!!!!!!!! !! !!!!!!! !! !! !*!!*!!! !!!!*!!! !! ! ! !!!!!! !!!

X non conserved

X similar

X ≥ 50% conserved


