
logo MPFYITKI SATQKKNNKTDERFVNI FLDDEKYAFSVDAMDVLVKFDELKRKGKELLDDELDI
V I E IQYGDDE I

VKKGFNKRALDFYLSYRMRSTKEV
NTDB id 234874 S101395 RS05260 WP 006639866.1 MPYITKISAQKNNKDRVNIFLDEKYAFSVDMDVLVKFDLRKGKLLDELDVIEIQYGDDIKKGFNKALDYLSYRMRSTKEV 80
NTDB id 116 BSU 08520 NP 388733.1 MPFITKISTQKKNTERFNIFLDDKYAFSVDADVLVKFELKKGKELDDLDIIEIQYGDEVKKGFNRALDFLSYRMRSTKEV 80
consensus !!*!!!!! !! ! *! !!!!!*!!!!!!! !!!!!!*!*!!! !!*!!*!!!!!!!**!!!!!*!!!*!!!!!!!!!!!

logo

E
KDHLKKKEGATASDPPSAVI

V
A
TE I

V IHMRLKNDSHYKYLDNDQREFAAAYVSTHKRKTNSGKGPDVLFYKRELQRALKGIDDEDLTIKQEALRSSFSTFESDEQTVARAE
NTDB id 234874 S101395 RS05260 WP 006639866.1 KDHLKKKGAADSAVTEIIHMLKSHKYLDDREFAAAYVSTHRKTSGKGPDVLYKELQLKGIDEDLIQEALRSFTFSEQVAA 160
NTDB id 116 BSU 08520 NP 388733.1 EDHLKKKETSPPVIAEVIHRLNDYKYLNDQEFAAAYVSTHKKTNGKGPDVLFRELRAKGIDDDTIKEALSSFSFEDQTRE 160
consensus !!!!!! ** * !*!! ! *!!! ! !!!!!!!!!!*!! !!!!!!!**!! !!!!*! ! !!! !!*! *!

logo AVKHAVEKLLKKDGKKLSSTKRELTKQARAI EQLQQL IQRKGFSFDEAVI SAALMDLEQIDEYENDDEDSTEKREALDRKLHQAGEKAFMRKRYHRYDGSYESTAKMK
NTDB id 234874 S101395 RS05260 WP 006639866.1 AVKHAEKLLKKGKKLSSRETKQAIEQQLIRKGFSFEAISAALLEIDYENDDDSEREALDKQGEKAMRRYHYDGSYETKMK 240
NTDB id 116 BSU 08520 NP 388733.1 AVKHVEKLLKKDKKLSTKELKQRAQLQLQRKGFSFDVISAAMDQIEYENDEDTEKEALRLHAEKAFRKYRYDGSYESAMK 240
consensus !!!! !!!!!! !!!!**! !! !! !!!!!!* !!!!* !*!!!!*!*!*!!! **!!! !*!*!!!!!!* !!

logo VKQFLFRKGFSLDLMIDEQLYLDQEEKEGY
NTDB id 234874 S101395 RS05260 WP 006639866.1 VKQFLFRKGFSLDMIDQYLDEKG. 263
NTDB id 116 BSU 08520 NP 388733.1 VKQFLFRKGFSLDLIEQLLQEEEY 264
consensus !!!!!!!!!!!!!*!*! ! ! *
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