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MR IITF IF§ V \YHEFGHF FAK SGILVREFAIGMGPKIF H|MMEGT YT R LPLGGYVRMAGWG DIYTEIKTG PAS
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS
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LTLNANG]V RINLS[NS)Y DI¥T LPMEIVT YDLEDWNL ITGLVLIBETKTYIYVEAHDATIVEEDGTE RIAPMDVQYQNASI[EGRLI
LTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWGRLI
LTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWGRLI
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TNFAGPMNNFILG ' 'VFI LiJF QGG IgDIYS - Niz| [€V[NMGAALYY GL DPRDEIVAINEMKVTEW (NLEIEA |DIFAT))NE) SN
TNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSKGDSL
TNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSKGDSL
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ICVTHKHSENARST  VKPQKEENY Yy GVAESILKTGIJKDK |BGGIH |RAWEIGAINILAPALKGLITgFSLNKLGGPVAM [MSRIQA
SVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMSAQAS

SVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMSAQAS
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WGLIAS LPLM MLSINLGIFNLIPIPALDGGKI MNIIEAIRRKP IYQEME YITLAGVA MVVLMIAVTWNDIMRYFF 419
ESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
ESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
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