
logo MSELQTVNQTCMASESEQI SQEAMTVADNTAASVACVNQVHPSNPTKNSTGEKINLMLDNLTNRQEQMREFLFLAEMGEKPFRADQVLMKWMIYHYFCGSEDNFDDNMS
T
D
NINKVLRNEKL

NTDB id 23463 ENT638 RS15550 WP 015960007.1 MSELVNT.....SEVATVAVPNKNGKINLLDLNRQQMREFFLEMGEKPFRADQVMKWMYHYCSDNFDDMTDINKVLRNKL 75
NTDB id 1457 ASU2 RS00455 WP 014990913.1 MSEQTQTCASEIQAMNAAVQHPKSEKINLMNLTRQEMRELFAEMGEKPFRADQLMKWIYHFGEDNFDNMSNINKVLREKL 80
NTDB id 1392 A4U84 RS02730 WP 010786053.1 .......MSEQIQATDASCNSTKTEKINLLNLNRQQMRELFAEMGEKPFRADQLMKWIYHFGEDNFDNMTNINKVLREKL 73
consensus *** ** **** * * !**!!!!**!*!!*!!!*!*!!!!!!!!!!!*!!!*!!***!!!!*!**!!!!!!*!!

logo KDQRVIAE IRKAPEVASVEVEQRSSADGTIKWAI
M
A
Q
WVGDQRQVI ETVYIPEADEDRATLCVSSQVGCALEACTKFCSTAQQGFNRNLRSTVSE I IGQ

NTDB id 23463 ENT638 RS15550 WP 015960007.1 KDVAEIRAPEVVEEQRSADGTIKWAIAVGDQRVETVYIPEEDRATLCVSSQVGCALECKFCSTAQQGFNRNLRVSEIIGQ 155
NTDB id 1457 ASU2 RS00455 WP 014990913.1 KQIAEIKAPEVSVEQRSSDGTIKWAMQVGDQQIETVYIPEADRATLCVSSQVGCALACKFCSTAQQGFNRNLTVSEIIGQ 160
NTDB id 1392 A4U84 RS02730 WP 010786053.1 KRIAEIKAPEVAVEQRSADGTIKWAMWVGDQQIETVYIPEDDRATLCVSSQVGCALACTFCSTAQQGFNRNLSVSEIIGQ 153
consensus ! *!!!*!!!! *!!!!*!!!!!!!* !!!!**!!!!!!!*!!!!!!!!!!!!!!!*!*!!!!!!!!!!!!!*!!!!!!!

logo VWRAASKIVIGANAFKGVTGI
T
VRP ITNVVMMGMGEPLLNMLTNNVVIPAME IMLDDFGAFYGLSKRRVTLSTASGVVPALDI

K
L
M
G
R
D
E
K
M
QIDVALA

NTDB id 23463 ENT638 RS15550 WP 015960007.1 VWRAAKIVGAAKVTGTRPITNVVMMGMGEPLLNLTNVVPAMEIMLDDFGFGLSKRRVTLSTSGVVPALDKLGDMIDVALA 235
NTDB id 1457 ASU2 RS00455 WP 014990913.1 VWRASKIIGNFGVTGVRPITNVVMMGMGEPLLNLNNVIPAMEIMLDDFAYGLSKRRVTLSTAGVVPALDIMREKIDVALA 240
NTDB id 1392 A4U84 RS02730 WP 010786053.1 VWRASKIIGNFGVTGIRPITNVVMMGMGEPLLNMNNVIPAMEIMLDDFAYGLSKRRVTLSTSGVVPALDKMREQIDVALA 233
consensus !!!!*!!*!***!!!*!!!!!!!!!!!!!!!!!**!!*!!!!!!!!!!**!!!!!!!!!!!*!!!!!!!**** !!!!!!

logo I SLHAPNDE I
LRNDELI IMVP I

L
VNKKYNI EKTMF

L
I
L
M

A
D
A
SVHNRRKYLAEKVSNANQHGRKVTI EYVLMLSDHVNDDEGVTDEHAHQLADELVLKDNTPSCKINL IPW

NTDB id 23463 ENT638 RS15550 WP 015960007.1 ISLHAPNDEIRDEIVPVNKKYNIETFLAAVRRYLAKSNANQGRVTIEYVMLDHVNDETDHAHQLAELLKDTPCKINLIPW 315
NTDB id 1457 ASU2 RS00455 WP 014990913.1 ISLHAPNDELRDEIMPINKKYNIKMLMDSVHKYLEVSNANHGKVTIEYVLLDHVNDGTEHAHQLAEVLKNTPCKINLIPW 320
NTDB id 1392 A4U84 RS02730 WP 010786053.1 ISLHAPNDELRNELIPLNKKYNIKMLIDSVNKYLEVSNANHGKVTIEYVMLSHVNDDVEHAHQLADVLKNTPSKINLIPW 313
consensus !!!!!!!!!*!*!**!*!!!!!!******! *!!**!!!!*!*!!!!!!*!*!!!!***!!!!!!**!!*!!*!!!!!!!

logo NPFPGEAPYAGRKSSNTSRVIDRFSQKVTLMDEYGFTTVTIVRKTRGDDIDAACGQLAGDVIDRTKRTFLMREKRMKQFGKETGIDAVKQANHQV
NTDB id 23463 ENT638 RS15550 WP 015960007.1 NPFPGAPYGRSSNSRIDRFSKVLMDYGFTTIVRKTRGDDIDAACGQLAGDVIDRTKRTLRKRMQGETIDVKAV 388
NTDB id 1457 ASU2 RS00455 WP 014990913.1 NPFPEAPYGKSSNSRVDRFQKTLMEYGFTVIVRKTRGDDIDAACGQLAGDVIDRTKRTMEKRKFGKGIAVQNH 393
NTDB id 1392 A4U84 RS02730 WP 010786053.1 NPFPEAPYAKSSNTRIDRFQKTLMEYGFTVTVRKTRGDDIDAACGQLAGDVIDRTKRTFEKRKFGEGIAVQNQ 386
consensus !!!!*!!!**!!!*!*!!!*!*!!*!!!!**!!!!!!!!!!!!!!!!!!!!!!!!!!!**!!**!**!*!**
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