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NPFPAPYG SSNSRIDREFFKMLM YGEFTINIVRKTRGDDIDAACGQLAGDVIDRTKRT |JKRIVNGERIMV]E:NY 388
NPFPEAPYGKSSNSR DRFQKTLMEYGFTVIVRKTRGDDIDAACGQLAGDVIDRTKRT EKRKFGEGIAVQN[s 393
NPFPEAPY KSSN RIDRFQKTLMEYGFTVEWVRKTRGDDIDAACGQLAGDVIDRTKRTIJEKRKFGEGIAVQNN 386

X non conserved
B similar
> 50% conserved

155
160
153

235
240
233

315
320
313



