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LNFNGGDFFLFYPFSGNATLRCTKYCRKDSEFEKADFLEPENFLYERDKFI FIKQKNKYAK
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NTDB id 1240 Cj1413c YP 002344796.1 MRFSTKIKKEFSGKNVLLLQGPVGNFFHHLAVKMRKNQTKVFKLNFNGGDFFFYPSGTRCKC.DEKDLENFYRDFFQNKK 79
consensus ! * ! ! ! !*!!!!!!!!*!!**! !** * *!!*!*!!!!!!! !!! * ** * !

logo IDEAC I ILLMF
YNDCR I

P IHAKI
K
A
S
I
L
D
K
L
VAKEI LGQI EPCIWYI

VFEEGYI
LRPDYCF ITFLEKDSGVNANYSKS ILPKRDSKNFYLQSQYKNEI FQTAKEFPS IKEKI

V
P
Q
G
H
G
SFKR

NTDB id 234416 CDV25 RS09375 WP 108911706.1 IECIILFNDCRPIHKISLDLAKILQIPCYVFEEGYIRPDFITFEKSGVNAYSKIPKSKNFYLQYKEQTAFPIKKVQHSFR 159
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consensus !**!***!!!!*!! * *!! ! !****!!!!!*!! *!! !! !!!! ! *!* !!!!! ! *!! *** !*

logo

F
NMAFWDFASFLYWFLAFASFCI LASPQFYFNNAKLHHRSTLSYPFKEFMF

L
F
PWFLRSLFYRKW

YLYI
K
I
W
S
TEKKNLNNAEKL I LYANLSEKKKYFLVAI LQVHYNSDTQIKNY

NTDB id 234416 CDV25 RS09375 WP 108911706.1 NMAWFSFLYWFASFCLSQYFNNALHHRSLSPKEMFPWFLSLFRKWLYIWSEKNNNALILASKKKYFVAILQVHNDTQIKN 239
NTDB id 1240 Cj1413c YP 002344796.1 FMAFDAFLYWLFAFILAPFFNNKLHHRTLYPFEFLFWFRSLYRKYLYKITEKKLNEKIYNLEKKYFLAILQVYSDTQIKY 239
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NTDB id 234416 CDV25 RS09375 WP 108911706.1 HFSGRRIENFIKNTIKSFAKNSKPKHFLVIKHHPMDRGYRNYKNFIKRQTKKYNITHRVIYIHDSHLPTLLHNALGCIVI 319
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PNLPQVLVYCKKNFKRKSYL ILDQNTNTQFINGNSFYGKKNFLFSLNDK
NTDB id 234416 CDV25 RS09375 WP 108911706.1 NSTTGLSALLHNCPTKVCGNAFYDIDELTFQESLDKFWKATKKYKINLQLYKKFRSYLIDNTQINGSFYGKLSN.. 393
NTDB id 1240 Cj1413c YP 002344796.1 NSTVGLSAILEGCPTKVCGNAFYNFEGLSYPKKLQFFWREAHAYKPNPVLVCNFKKYLLQTNQFNGNFYKNFFLDK 394
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