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NTDB id 234340 CC204 RS14980 WP 088270910.1 MQRKDVTPDSDKKQNGVFKKFGIGL...VGGLLGGALAFGGAYAITGQNSSSNNTTTNTTVKENKGDTKVTNVSLDVNSD 77
NTDB id 381 SMU RS09890 WP 002262650.1 .........MNNTKSHPFLKWFIPFLVIFLTFILGVISTLTFNWITGNKSFSNNG.........K..TTVSNVIYDTKSN 60
NTDB id 425 SGO RS10525 WP 012131081.1 ..........MKNSSNFFKKTLQVFIVLLVGFIGGVAGTWGFSYFSTPHSATNNN.........QKTATTVTTSYKNSNS 61
NTDB id 539 SM12261 RS09395 WP 000681587.1 ..........MKHLKTFYKKGFQLLVVIVISFFSGALGSFSINQLTQKSTEST.S.........NNNSTITQTAYKNENS 60
NTDB id 256 KZH43 RS10270 WP 000681597.1 ..........MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.S.........NNNSTITQTAYKNENS 60
NTDB id 215 SPD RS10945 WP 000681597.1 ..........MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.S.........NNNSTITQTAYKNENS 60
NTDB id 181 SPR RS10425 WP 000681597.1 ..........MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.S.........NNNSTITQTAYKNENS 60
NTDB id 145 SP RS11450 WP 000681597.1 ..........MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.S.........NNNSTITQTAYKNENS 60
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NTDB id 234340 CC204 RS14980 WP 088270910.1 VTKAVEKVQNSVVSVINLQNTSQNSDFGSLFGGQNGSESNGEESNGSDLEAASEGSGVIYKKDGKTAYVVTNNHVVDQAK 157
NTDB id 381 SMU RS09890 WP 002262650.1 TTKAVKNVKNTVVSVINYQKTDNSYYNYDSGSQ.......EKNKSEDGLGVYGEGSGVIYKKDGDSAYLVTNNHVVKDAE 133
NTDB id 425 SGO RS10525 WP 012131081.1 TTEAVDKVKDAVVSVITYSESNSDAIF.....D.......NNNSGNENDQVASEGSGVIYRKDKDYAYLVTNTHVINGAK 129
NTDB id 539 SM12261 RS09395 WP 000681587.1 TTQAVNKVKDAVVSVITYSANRQNSVF.....G.......NDDTDTDSQQISSEGSGVIYKKNDKEAYIVTNNHVINGAS 128
NTDB id 256 KZH43 RS10270 WP 000681597.1 TTQAVNKVKDAVVSVITYSANRQNSVF.....G.......NDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGAS 128
NTDB id 215 SPD RS10945 WP 000681597.1 TTQAVNKVKDAVVSVITYSANRQNSVF.....G.......NDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGAS 128
NTDB id 181 SPR RS10425 WP 000681597.1 TTQAVNKVKDAVVSVITYSANRQNSVF.....G.......NDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGAS 128
NTDB id 145 SP RS11450 WP 000681597.1 TTQAVNKVKDAVVSVITYSANRQNSVF.....G.......NDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGAS 128
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NTDB id 234340 CC204 RS14980 WP 088270910.1 GLEVVLHDGTKVQGELVGTDSYTDLAVIKISSDKVDSIAEFGNSDKLKIGEPALAIGSPLGSAYANSVTQGIISSVNRNI 237
NTDB id 381 SMU RS09890 WP 002262650.1 KLEIMMANGKKVVGKLVGSDTYSDLAVIKISSKYVTTVAEFANSDKIKVGEPAIAIGSPLGSDYANSVTEGIVSSLSRTV 213
NTDB id 425 SGO RS10525 WP 012131081.1 KVDIRLADGNKVPGEIVGTDTYSDISVVRIPADKVKNVAEFGDSSKLTVGETAIAIGSPLGSDYANTVTQGIVSSLSRNV 209
NTDB id 539 SM12261 RS09395 WP 000681587.1 KVDIRLSDGTKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNV 208
NTDB id 256 KZH43 RS10270 WP 000681597.1 KVDIRLSDGTKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNV 208
NTDB id 215 SPD RS10945 WP 000681597.1 KVDIRLSDGTKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNV 208
NTDB id 181 SPR RS10425 WP 000681597.1 KVDIRLSDGTKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNV 208
NTDB id 145 SP RS11450 WP 000681597.1 KVDIRLSDGTKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNV 208
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NTDB id 234340 CC204 RS14980 WP 088270910.1 QN.ENNGQAININAIQTDAAINPGNSGGPLVNIEGQVIGINSVKIVQSE...SQVSVEGMGFAIPSNDVVNIINQLEKDG 313
NTDB id 381 SMU RS09890 WP 002262650.1 TSQNENGETISTNAIQTDAAINPGNSGGALINIKGQVIGINSSKIASSNNSNSGVAVEGMGFAIPSNDVVSIINQLEENG 293
NTDB id 425 SGO RS10525 WP 012131081.1 SSRSEDGQTIATQAIQTDAAINPGNSGGPLVNIQGQVIGITSSKIANTNN..GSTSVEGMGFAIPSNDVVNIIEQLEKNG 287
NTDB id 539 SM12261 RS09395 WP 000681587.1 SLKSEDGQAISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNG 284
NTDB id 256 KZH43 RS10270 WP 000681597.1 SLKSEDGQAISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNG 284
NTDB id 215 SPD RS10945 WP 000681597.1 SLKSEDGQAISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNG 284
NTDB id 181 SPR RS10425 WP 000681597.1 SLKSEDGQAISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNG 284
NTDB id 145 SP RS11450 WP 000681597.1 SLKSEDGQAISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNG 284
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NTDB id 234340 CC204 RS14980 WP 088270910.1 KVTRPALGISMEELTNVSTQQRKEILNLPEDVQTGVLVRTVQTATPADKAGLERYDVITKIDDEDISSVTELQSALYKKK 393
NTDB id 381 SMU RS09890 WP 002262650.1 EVVRPALGISMANLSEASTSGR.DTLKIPSDVTSGIVVLSTQSGMPADG.KLKKYDVITEIDGKKVASISDLQSILYKHK 371
NTDB id 425 SGO RS10525 WP 012131081.1 KVIRPALGIQMVNLSSLSSSSS.DRLKLPDNVKNGVVVRSTQTGMPADG.KLEKYDVITKIDDTEISSASDIQSALYKHS 365
NTDB id 539 SM12261 RS09395 WP 000681587.1 KVTRPALGIQMVNLSNINTSDI.RRLNIPSNVTSGVVVRSVQSNMPANG.HLEKYDVITKVDDKEIASSTDLQSALYNHS 362
NTDB id 256 KZH43 RS10270 WP 000681597.1 KVTRPALGIQMVNLSNVSTSDI.RRLNIPSNVTSGVIVRSVQSNMPANG.HLEKYDVITKVDDKEIASSTDLQSALYNHS 362
NTDB id 215 SPD RS10945 WP 000681597.1 KVTRPALGIQMVNLSNVSTSDI.RRLNIPSNVTSGVIVRSVQSNMPANG.HLEKYDVITKVDDKEIASSTDLQSALYNHS 362
NTDB id 181 SPR RS10425 WP 000681597.1 KVTRPALGIQMVNLSNVSTSDI.RRLNIPSNVTSGVIVRSVQSNMPANG.HLEKYDVITKVDDKEIASSTDLQSALYNHS 362
NTDB id 145 SP RS11450 WP 000681597.1 KVTRPALGIQMVNLSNVSTSDI.RRLNIPSNVTSGVIVRSVQSNMPANG.HLEKYDVITKVDDKEIASSTDLQSALYNHS 362
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NTDB id 234340 CC204 RS14980 WP 088270910.1 VGDKMKVTFYRDGKEQSVNVELTIDQTALKSNAQTNE 430
NTDB id 381 SMU RS09890 WP 002262650.1 KGDKIKLTFYREKDKQTVEIQLTKTSQDLNH...... 402
NTDB id 425 SGO RS10525 WP 012131081.1 INEEIKVTYYRDGKEQTTTIKLTKSTDDLSSE..... 397
NTDB id 539 SM12261 RS09395 WP 000681587.1 IGDTIKITYYRNGKEETTSIKLDKSSGDLES...... 393
NTDB id 256 KZH43 RS10270 WP 000681597.1 IGDTIKITYYRNGKEETTSIKLNKSSGDLES...... 393
NTDB id 215 SPD RS10945 WP 000681597.1 IGDTIKITYYRNGKEETTSIKLNKSSGDLES...... 393
NTDB id 181 SPR RS10425 WP 000681597.1 IGDTIKITYYRNGKEETTSIKLNKSSGDLES...... 393
NTDB id 145 SP RS11450 WP 000681597.1 IGDTIKITYYRNGKEETTSIKLNKSSGDLES...... 393
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