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IVLVVFHEFGHFFFAKRSGI LVREFAIGMGPKI FAHQTGKDGTAVYTIR I LP I

LGGYVRMAGMWGEDETTELIAKPT
NTDB id 234314 CC204 RS03550 WP 088268853.1 MKTIITFIIVFGILVLVHEFGHFFFAKRSGILVREFAIGMGPKIFAHQGKDGTAYTIRILPIGGYVRMAGMGEDETELAP 80
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
consensus !!*!!!!***!***!**!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!*!!!!!!!*!!!!!!!!*!!!*!!***

logo GMSTPLASVLETLNGEKQDEGEKVVRKR INTLSKDKRVQQVLDTQNTSAI
LPMENMVLTEAAYDLEKDDKLFTIKTGYLVNLGDEETTSE I

KTYKEVNDHDATI IVEQEDGTEVLR IAP I
KD

NTDB id 234314 CC204 RS03550 WP 088268853.1 GMTLSVELNEQEEVVKINTSKKVQLTNSIPMEMLEADLEKDLFIKGYVNGDETSEITYKVNHDATIIEQDGTEVRIAPID 160
NTDB id 323 STU RS10650 WP 011225396.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGET...KTYEVDHDATIVEEDGTELRIAPKD 157
NTDB id 291 STER RS01205 WP 011680685.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGET...KTYEVDHDATIVEEDGTELRIAPKD 157
consensus !***!**!*****!**!!*!*********!!*****!!!**!*!*!*!*!** *!!*!*!!!!!*!*!!!!*!!!!*!

logo VQFYQSNAKSLIWQGRMLLITNFAGPMNNF I LAGFVVLLVFTI LIYLVAFMVQGGVTQYDTNSTNQL IGQDVQAANDGSGPAAQQVASNGLKATDGDKAI LVAIDNGKKDEKVSTTDWED
NTDB id 234314 CC204 RS03550 WP 088268853.1 VQFQSAKLWQRMLTNFAGPMNNFILAFVLFTLYVFMQGGVTYTNTNQIGDVQADSPAQQANLKADDKILAIDGKEVSTWE 240
NTDB id 323 STU RS10650 WP 011225396.1 VQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQ.VANGGAAQVSGLKTGDAIVAINKDKVTDWD 236
NTDB id 291 STER RS01205 WP 011680685.1 VQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQ.VANGGAAQVSGLKTGDAIVAINKDKVTDWD 236
consensus !!*!*!**!*!**!!!!!!!!!!!!****!****!*!!!!**!*!!*!* !*****!!***!!**!*!*!!****!**!*
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FQTMTALWESGSAMTQAI FLKA
NTDB id 234314 CC204 RS03550 WP 088268853.1 DFTKIIQASPEKKLKL.....EV.ESDGKTREVAITPKSQKSGEQEIGMIGITPPKKTSFTDKLSGGIQTTLESSMQIFK 314
NTDB id 323 STU RS10650 WP 011225396.1 SLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQ....KSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILA 312
NTDB id 291 STER RS01205 WP 011680685.1 SLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQ....ESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILA 312
consensus ***********!**!*******!**!*!********!* *!*****!**!**!!***!!**!!*!***!****!**

logo

A
TLKSGLFITGNFSLDNKLGGPVMAMFQMSSAEQASKEASGLNITSVI ILWDLMAGMLSVINLGI IFNLLIP IPALDGGKIVLMNI I EGAVIRGRKPLSNQEKI E

NTDB id 234314 CC204 RS03550 WP 088268853.1 ALKSLFTGFSLDKLGGPVMMFQMSSEASKAGLNTVIWLMAMLSVNLGIINLLPIPALDGGKIVLNIIEGVRGKPLSQEKE 394
NTDB id 323 STU RS10650 WP 011225396.1 TLKGLITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIE 392
NTDB id 291 STER RS01205 WP 011680685.1 TLKGLITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIE 392
consensus *!!*!*!*!!!*!!!!!!*!!!!!**!!**!!*****!!*!!!*!!!!*!!*!!!!!!!!!!!*!!!!**!*!!!*!!*!

logo

G
S
I
Y
L
ITL IAGFVGAFVI

M
M
VVLMVI LAVTWNDIQMRFAFF

NTDB id 234314 CC204 RS03550 WP 088268853.1 GILTLIGFGFIMVLMVLVTWNDIQRFFF 422
NTDB id 323 STU RS10650 WP 011225396.1 SYITLAGVAVMVVLMIAVTWNDIMRAFF 420
NTDB id 291 STER RS01205 WP 011680685.1 SYITLAGVAVMVVLMIAVTWNDIMRAFF 420
consensus ***!!*!*****!!!**!!!!!!*!*!!
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X ≥ 50% conserved


