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MIFEKIEWAY LLL NCQM EMNJNL TH YDA EQN IJYLGAEGARJIN M NEKL WMLML KEEWR QF FIKAINQ QLQ
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQSQQLQS
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQSQQLQS

B L ok ST S AL e

NHQFTPD IGFI LYLLEMNL KpBL EIGSGTGNLA T NN SKS DY GIE DDLLIDLSASIA DSSEHFVQEDAVR|
NHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDY GIEVDDLLIDLSASIADVLDSSVHFVQEDAVR
NHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDY GIEVDDLLIDLSASIADVLDSSVHFVQEDAVR

COLRE 001k A . ECSLKYLRRE AIFLARLL Qe K Lot

PQ LKESDI ISDLPVG YPNDINTAISRYISVA BIWHTYAHHLLMEQSLKYLKK GIJAIFLAPV LLTS)EQSELLK@WLEY N
PQILKESD IISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQSPLLKKWLQNNVTIL
PQILKESDIIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQSPLLKKWLQNNVTIL

W RS eV s ks .0 s ueaet KK ol

A I LP TF[EIZSNENKSIVLNKQ sty E FVYP RIDLIGWAEN  IFMENFKKWKIRSIN VI 317
AVISLPEATIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
AVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
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