logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

587 KW2 RS10850 WP 042211510.1

430 SGO RS09415 WP 012130941.1

271 KZH43 RS09260 WP 074196785.1
230 SPD RS09890 WP 074196785.1

196 SPR RS09425 WP 074196785.1

161 SP RS10375 WP 074196785.1

529 SMSK321 RS09235 WP 080550783.1
501 SM12261 RS00950 WP 004238896.1
234109 BB164 RS01045 WP 223295889.1
395 FSA28 RS09400 WP 257638827.1
386 SMU RS09030 WP 255262721.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

587 KW2 RS10850 WP 042211510.1

430 SGO RS09415 WP 012130941.1

271 KZH43 RS09260 WP 074196785.1
230 SPD RS09890 WP 074196785.1

196 SPR RS09425 WP 074196785.1

161 SP RS10375 WP 074196785.1

529 SMSK321 RS09235 WP 080550783.1
501 SM12261 RS00950 WP 004238896.1
234109 BB164 RS01045 WP 223295889.1
395 FSA28 RS09400 WP 257638827.1
386 SMU RS09030 WP 255262721.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

587 KW2 RS10850 WP 042211510.1

430 SGO RS09415 WP 012130941.1

271 KZH43 RS09260 WP 074196785.1
230 SPD RS09890 WP 074196785.1

196 SPR RS09425 WP 074196785.1

161 SP RS10375 WP 074196785.1

529 SMSK321 RS09235 WP 080550783.1
501 SM12261 RS00950 WP 004238896.1
234109 BB164 RS01045 WP 223295889.1
395 FSA28 RS09400 WP 257638827.1
386 SMU RS09030 WP 255262721.1

consensus

v .S\FLQQD

ot L PULES Rl Vi e s s

e sokok D1 Dokokok | Dokokokokok Dokok | Dokokok | 1ok Dokokokokok | 1 skok 1ok | skosk sk sk skoskoskok | 1skok | skosk ok ok ok ok

LB AL I

S| A TS DL A oML L

JASLGFSBJA VTQLSLAE HGNLEL LMKIEEYLDNLAKVKKKLIEVATYP LLGFL LIM GLRNYLLPQLES[]

gl

ESLGE®SSAIVTQLSLAEVHGNLHLSLGKIEEYLDNLAKVKKKLIEVATYPLILLGFLLLIMLGLRNYLLPQLDSSH
ESLGE®SSAIVTQLSLAEVHGNLHLSLGKIEEYLDNLAKVKKKLIEVATYPLILLGFLLLIMLGLRNYLLPQLDSSH
ESLGE®SSAIVTQLSLAEVHGNLHLSLGKIEEYLDNLAKVKKKLIEVATYPLILLGFLLLIMLGLRNYLLPQLDSSH
ESLGE®SSAIVTQLSLAEVHGNLHLSLGKIEEYLDNLAKVKKKLIEVATYPLILLGFLLLIMLGLRNYLLPQLDSSH
ESLGFSSAIVTQLSLAEVHGNLHLSLGKIEEYLDNLAKVKKKLIEVATYPLILLGFLLEIMLGLRNYLLPQLDSSH
ESLGFSSAIVTQLSLAEVHGNLHLSLGKIEEYLDNLAKVKKKLIEVATYPLILLGFLLLIMLGLRNYLLPQLDSSH
[GILGFSPI TQ LA HGN FJSLEKIEFYLENLi®RV KK IEVATYPLILLFFL LIM GLRNYL PQL[GHR
BISLGFSIY VTQL L EVHGNNOMSLISKIERIYL NLIS#VKKKL EVMTYP ILLMFL IMLGL NYLLPQL )qem
BISLGESIY VTQL L EVHGNpNMNSLISKIERIYL NLpR#VKKKL EVEMTYP ILLMFL TIMLGL NYLLPQL em

sk Dok Dokokokor | Dok Dokokon DD Dokoskoskoskokokok Dok Dokokokokor Dok D Do Do DD Do s D bses Dl Dl DD Do D1 ook
\

Vel cyeaadsta st siln, FroparL NG )0t

\
SRIF IARYLTAY REWGNMI QGUELIIQI
GEFVIMYLTAYYAREWGNMIEQGMEL QI
QIIGNLPQIFLGMVGLVS GIFVQTYLTAYYAREWGNMISQGMELTQI
QIIGNLPQIFLGMVGLVS GIFVQTYLTAYYAREWGNMISQGMELTQI
QIIGNLPQIFLGMVGLVS GIFVQTYLTAYYAREWGNMISQGMELTQI
QIIGNLPQIFLGMVGLVS GIFVQTYLTAYYAREWGNMISQGMELTQI

QIIGNLPQIFLGMVGLVS GIFVQTYLTAYYAREWGNMISQGMELTQI
QIIGNLPQIFLGMVGEVS GIFVQTYLTAYYAREWGNMISQGMELTQI
VERRYLTAYYAREWGNE SQGHELPQ IfES

kok |osksksk | oskosk | oskosk sk k ok ok k * %k k * % skoksk  skokokokokskokok Pokskskskskokosksk D1 Pk D1 11 Dk | 1 | Il sesksk |

fo,

I

FQ
FQ
FQ
FQ
FQ
FQ
FQ

153
156
150
150
150
150
150
150
159
155
155

233
236
230
230
230
230
230
230
239
235
235



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

587
430
271
230
196
161
529
501

KW2 RS10850 WP 042211510.1

SGO RS09415 WP 012130941.1
KZH43 RS09260 WP 074196785.1
SPD RS09890 WP 074196785.1

SPR RS09425 WP 074196785.1

SP RS10375 WP 074196785.1
SMSK321 RS09235 WP 080550783.1
SM12261 RS00950 WP 004238896.1

234109 BB164 RS01045 WP 223295889.1

395 FSA28 RS09400 WP 257638827.1
386 SMU RS09030 WP 255262721.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

587
430
271
230
196
161
529
501

Kw2 RS10850 WP 042211510.1

SGO RS09415 WP 012130941.1
KZH43 RS09260 WP 074196785.1
SPD RS09890 WP 074196785.1

SPR RS09425 WP 074196785.1

SP RS10375 WP 074196785.1
SMSK321 RS09235 WP 080550783.1
SM12261 RS00950 WP 004238896.1

234109 BB164 RS01045 WP 223295889.1

395 FSA28 RS09400 WP 257638827.1
386 SMU RS09030 WP 255262721.1

consensus

Rl oo Bt L) ) A s VDA AL

KELSLIIEYGEVKSKLGSELEIYAMKTWEJAFF[ERVNRTMNL QPL
KELSLITIEYGEVKSKLGSELEIYAEKTWEAFFTRVNRTMNLVQPL
KELSLIIEYGEVKSKLGSELEIYAEKTWEAFFTRVNRTMNLVQPL
KELSLITIEYGEVKSKLGSELEIYAEKTWEAFFTRVNRTMNLVQPL
KELSLIIEYGEVKSKLGSELEIYAEKTWEAFFTRVNRTMNLVQPL
TYPFF KELSLITEYGEVKSKLGSELEIYAEKTWEAFFTRVNRTMNLVQPL
ARl LWNGEEFSQTI KELSLITIEYGEVKSKLGSELEIYAEKTWEAFFTRVNRTMNLVQPL

NQESELF EIGHD B NG RAFEIQEN MYPFFIRIELSL IEYG VK KLG EL IYA [BIWENFFT

YPFF
TYPFF
TYPFF
TYPFF
TYPFF

K Dok Dokok Dok Dok Dokokokokokok ok % |

(AR L O B

Votokotokokokokkok Dok 101Dk D T D Lok Do L1 Dk D Dok | Dok | ok b1 skorok ok ok ok

FIFVAL IVLLYAAML|RPERYRIN M[efsiens 341

344
VFIFVALIIVLLYAAMLMPMY(QNMEVNF K]
VEIFVALIIVLLYAAMLMPMY(QNMEVNE K]
VEFIFVALIIVLLYAAMLMPMYQNMEVNF jeRts
VEIFVALIIVLLYAAMLMPMY(QNMEVNE K]
VEIFVALIIVLLYAAMLMPMY(QNMEV N F eKis]
VFIFVALIIVLLYAAMLMPMY(QNMEVN F [cKH]
FIFVALIIV YAAMLIRPMYQNME B 347
F FVA IV YAAMLIBPHY QNMEV N| Y]
F FVA TV YAAML|RPEY QNMEV N| ]

YN NN

* 11

X non conserved
B similar
i >50% conserved

313
316
310
310
310
310
310
310
319
315
315



