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NTDB id 233722 CA592 RS14495 WP 088223693.1 MLFFISFLLGLFLGSFYNVVGLRVPKGESIVAPRSHCPHCKRTLTAFELIPVVSYVLQKGKCRACSARISFFYPFVELST 80
NTDB id 103 BSU 28070 NP 390685.2 .MLSILFIFGLILGSFYYTAGCRIPLHLSIIAPRSSCPFCRRTLTPAELIPILSFLFQKGKCKSCGHRISFMYPAAELVT 79
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NTDB id 233722 CA592 RS14495 WP 088223693.1 AILFTLAPLFVGWSAEIVVSWTLISLFVIIFVSDVHYMVIPNRILLFFAPLLLIERITLAPLTPWWDSLLGSFVGFMMLF 160
NTDB id 103 BSU 28070 NP 390685.2 ACLFAAAGIRFGISLELFPAVVFISLLIIVAVTDIHFMLIPNRILIFFLPFLAAAR.LISPLDSWYAGLLGAAAGFLFLA 158
consensus !*!! !** ! ! !* * !!! *!* !*!*!*!*!!!!!!*!! ! ! !* * !! *!* !!! !!* !
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NTDB id 233722 CA592 RS14495 WP 088223693.1 LIALVSKGGMGGGDIKLFAVIGLALGVKLTVLAFFLSTFVGTMFGLIGMAIGHVKRGEPMPFGPAIVVGTLVAYFFGETI 240
NTDB id 103 BSU 28070 NP 390685.2 VIAAITHGGVGGGDIKLFAVIGFVLGVKMLAAAFFFSVLIGALYGAAAVLTGRLAKRQPLPFAPAIAAGSILAYLYGDSI 238
consensus *!! ***!!*!!!!!!!!!!!! !!!!* !!! ! *! **! ** !** * !*!!*!!! !***!! *!**!
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NTDB id 233722 CA592 RS14495 WP 088223693.1 IDAYVKVMM. 249
NTDB id 103 BSU 28070 NP 390685.2 ISFYIKMALG 248
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