
logo

MAKM
T
L
S
D
P
N
TRKTDHLVEPEVEKYTWDRLETDTI FATDAEDQWEQTEFYEQQS ITQVAQDLLKPKAFSAEYAKGHRLGLDESAKQMNLLYEGALTEQLYRYDMHSLVFMMRRLEGKI

LYAVYAHSM
NTDB id 233693 CA592 RS06810 WP 004891804.1 MAKTLPTRKDVPVEYTWRLEDIFATDEQWEQEFQQIQALLPKFSEYKGRLGESAQMLYEALQYRDHVFMRLGKLYAYAHM 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ...MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASM 77
consensus *** * ! *** !!! ! !!!!! !! !* !*! ! ! !*! *!! ! ! ** !! !*! !!*!

logo

K
R
H
NDEQDTATNVGSLYQEGLYEQATKRAESGNLYASEQALGSEQAFTAFYFI EVPEFI LMALMDDEDKKVLARETFKLEQQEYEPGPLGRLYADHEYFLDEERLML

N
A
R
N
Q
K
R
D
PHVLSEQEKAEEAELL

NTDB id 233693 CA592 RS06810 WP 004891804.1 RHDEDTANSLYQGLETRAEGLYAEAGQATAFIVPEILAMDEDVLRTFLQQYEPLRLYAHELDEMNRQRPHVLSEKEEALL 160
NTDB id 480 HSISS4 RS02090 WP 002890133.1 KNDQDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELL 157
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NTDB id 233693 CA592 RS06810 WP 004891804.1 AQAAEVMNASSNTFGALNNADLRFPTITDENGEEVEVTHGRYIRFLESEDRRVRRDAFKAVYDTYRKYENTFASTLSGAV 240
NTDB id 480 HSISS4 RS02090 WP 002890133.1 AAAGDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVV 237
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NTDB id 233693 CA592 RS06810 WP 004891804.1 KRNNFFARVRNYRSAREAALSKNQIPETVYDNLIETIHRYLPLLHRYVQLRKRVLGLDELHMYDLYTPLVKQVDMKVTYE 320
NTDB id 480 HSISS4 RS02090 WP 002890133.1 KVHNYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSET.ETALTYE 316
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NTDB id 233693 CA592 RS06810 WP 004891804.1 EAKDILLKGLTPLGDEYISIVKEGFDNRWVDVQETRGKRSGAYSSGSYGTNPYILMNWQDNVNNLFTLAHEFGHSVHSYY 400
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ESLKKAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTF 396
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NTDB id 233693 CA592 RS06810 WP 004891804.1 TAKVLTEKYYELNKTYFGDGVVIDEEIGLEWARIPHFYYNYYVYQYATGFSAATALSKQILEEGTPAVERYIGFLKAGSS 560
NTDB id 480 HSISS4 RS02090 WP 002890133.1 TADFMNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSS 556
consensus !! * ! *!! !* !! !! !!!!!! !!!!!!!!!!! !!* ! !** * ! !* *!!!!!!



logo DYP I
LEVI

LKKAGVDMTANPTDEPYI
L
D
E
A
QACFKQVFEDQKRLQVEQLEAQLLVEKGVHLS

NTDB id 233693 CA592 RS06810 WP 004891804.1 DYPIEVLKKAGVDMTAPEPIEQACQVFEQKLQQLEQLL....... 598
NTDB id 480 HSISS4 RS02090 WP 002890133.1 DYPLEVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
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