
logo MLAELS IKNFAI I EESLSTLVSFEKRGLTVLTGETGAGKS I I IDA IHSLL IVGGRGSASEFVRYGEATKAE I
LEGLFLLEQSDDGHPCVLYGSKV

NTDB id 233685 CA592 RS00930 WP 088223206.1 MLAELSIKNFAIIESLSLSFEKGLTVLTGETGAGKSIIIDAIHLLIGGRGSAEFVRYGETKAEIEGLFLLEQDDHPCYSK 80
NTDB id 352 BSU 24240 NP 390304.2 MLAELSIKNFAIIEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGEAKAELEGLFLLES.GHPVLGV 79
consensus !!!!!!!!!!!!!! !**!!!*!!!!!!!!!!!!!!!!!!!!*!!*!!!!! !!!!!!! !!!*!!!!!!! * !!*
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NTDB id 233685 CA592 RS00930 WP 088223206.1 CAELGIDISDGMIVLRRELTINGKSVCRVNGKLVTIATLREIGSTLVDIHGQHEHQELLDENKHLYLLDEYGGERIRDAL 160
NTDB id 352 BSU 24240 NP 390304.2 CAEQGIDVSDEMIVMRRDISTSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESAL 159
consensus !!! !!!*!! !!!*!!*** !!!!!!!!!!!!!!!*!!!!! !*!!!!!!**! !*** !! !!! **! * !!

logo KETYKQAEGLYAQARYEVKRLVKLKRKQLKQKQLNSENSEQEQMAHRLDL ILQTFQLDEE I EQKSAEKLEQLDNEDEQLMQEERQRKQI SVNFEQKIYEASLQNSASYENALRYGS
NTDB id 233685 CA592 RS00930 WP 088223206.1 KEYKALYAAYERVKRQLQKLNENEQQMAHRLDLLTFQLDEIQKAELQLDEDEQLMEERRKIVNFQKIYEALQSSYEALYG 240
NTDB id 352 BSU 24240 NP 390304.2 KTYQEGYQRYVKLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEQLQEERQQISNFEKIYESLQNAYNALRS 239
consensus ! ! ! ! ** * ! ! ! !! !!!!!!!* !!!*!! ! ! ! !!!!! !!! ! !! !!!! !! ! !!

logo EQGRGLDWI
VGLMAVMSANHQLDEDHI

VSDE IDNESPSLKKQAMQSESVVSNCSYYLLEDEAVATFHQLMRENMQLDEQLEFYDPELRLDNEYI ESTRLNE IKNHQLKRKYGAQT
NTDB id 233685 CA592 RS00930 WP 088223206.1 EQRGLDWIGLVMNHLDHVSEIDSSLKQAQEVVSNCYYLLEEVAHQLREQLDQLEYDPLRLDEIESRLNEINHLKRKYGQT 320
NTDB id 352 BSU 24240 NP 390304.2 EQGGLDWVGMASAQLEDISDINEPLKKMSESVSNSYYLLEDATFQMRNMLDELEFDPERLNYIETRLNEIKQLKRKYGAT 319
consensus !! !!!!*!* *!***!*! *!! ! !!!*!!!!!* *!*! !! !!*!! !! !!*!!!!! *!!!!!! !

logo VERDI LEYAASKI
VEEE IDEQTI EQHNRDDSHI
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YAKKQLAIDDE IHQRELKDSLYMEKSTTFDTVEVFKR
NTDB id 233685 CA592 RS00930 WP 088223206.1 VRDILEYAAKVEEEIETIQHRDDHIHKLQTELQSITADLLVEAKHISELRMQYAKQLIDDIHQELKDLYMEKTTFDVVFR 400
NTDB id 352 BSU 24240 NP 390304.2 VEDILEYASKIEEEIDQIENRDSHLQSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADEIHRELKSLYMEKSTFDTEFK 399
consensus ! !!!!!! !*!!!!* ! *!! !** ! !! !* !* !!! **! *! *!! ! !*!! !!! !!!!!*!!! !*
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LKS I FSKSHQQDGVTS I I FDEVDTG
NTDB id 233685 CA592 RS00930 WP 088223206.1 KPQ..GTYDDPLLDGTPVKLQSNGIDEVEFYISTNPGEPLKPLAKVASGGELSRMMLALKSIFSKHQGVTSIIFDEVDTG 478
NTDB id 352 BSU 24240 NP 390304.2 VRTASRNEEAPLVNGQPVQLTEQGIDLVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDTG 479
consensus * ** * !!* ! !! ! *!!! ! ! !!!!*!!!!!*! !!!!!!!!!!*!!!*!!!!! *! !!!!!!!!!!!!

logo VSGRVAQAS IAEKIHYKRVAS IRGHSQVLC I STHLPQVAAMADTHLFYIAKELTI
KDGRTKTTRTVEKAPLNSEKEQEKI

V
A
NE IGSRMIASGVE I

VTDLTK
NTDB id 233685 CA592 RS00930 WP 088223206.1 VSGRVAQSIAEKIYRVARHSQVLCISHLPQVAAMADTHLFIAKETIDGRTKTTVEALNEEEKINEISRMISGVEITDLTK 558
NTDB id 352 BSU 24240 NP 390304.2 VSGRVAQAIAEKIHKVSIGSQVLCITHLPQVAAMADTHLYIAKELKDGRTTTRVKPLSKQEKVAEIGRMIAGVEVTDLTK 559
consensus !!!!!!! !!!!!**! *!!!!!!*!!!!!!!!!!!!!*!!!! !!!! ! ! *! !!* !! !!! !!!*!!!!!



logo

Q
RHAKRELLKQLQAADKQTVKNTETGTA

NTDB id 233685 CA592 RS00930 WP 088223206.1 QHARELLQLAAKTKNETA 576
NTDB id 352 BSU 24240 NP 390304.2 RHAKELLKQADQVKTTG. 576
consensus !!*!!! ! ! *

X non conserved

X similar

X ≥ 50% conserved


