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NTDB id 233683 CA592 RS00655 WP 004889540.1 ................................................................................ 0
NTDB id 96 BSU 24730 NP 390353.1 ................................................................................ 0
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ........................................MSQYT..ICEQQTERIFDI.....SPSRWQKNCE...EKQ 30
NTDB id 1168 A1552VC RS11070 WP 000957200.1 MLTNLVAILRQAELISATQEQAVVTQVSASGTSVPEALLELSIFHAQELTEQLSHIFGLPETDLSRYDYANLCQQLGLRE 80
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VELPAVLVAIADHSDRAELKQAYAL ILNRARLSYGPRS IQGAANEQGQKQEP I SYEQDEESELALAN
NTDB id 233683 CA592 RS00655 WP 004889540.1 ................................................................................ 0
NTDB id 96 BSU 24730 NP 390353.1 ................................................................................ 0
NTDB id 1384 A4U84 RS08525 WP 010787006.1 LLLRYLAVPVQETEHKLWLAVDDENNLTACEIFAFMTHKQIEPVVIASDELKYLLNALSP........EQQPIYEESELA 102
NTDB id 1168 A1552VC RS11070 WP 000957200.1 LITRYDALPIAKQGNLLLLAVSDPTLLQAEEEFRFATGLQVELALADHRALQAAIRRLYGRSIQGAANQGKEISQDELAN 160
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NTDB id 233683 CA592 RS00655 WP 004889540.1 ..................MQTIEQLADRLVEDAYILQASDIHIVPRKQDALVQFRLGGMLVTKHVLSKQMCERLLAHFKF 62
NTDB id 96 BSU 24730 NP 390353.1 ..................MDSIEKVSKNLIEEAYLTKASDIHIVPRERDAIIHFRVDHALLKKRDMKKEECVRLISHFKF 62
NTDB id 1384 A4U84 RS08525 WP 010787006.1 FVEQE.......QEQLNLNDPIIQLLDNLFKFCLAQNASDIHIEPRKQKLIIRLRIDGVLHLYKSLSIQLASRLISRIKL 175
NTDB id 1168 A1552VC RS11070 WP 000957200.1 LVKVSDDELQSIEDLSQDDSPVSRFINQVLLDAVRKGASDIHFEPYENQYRIRLRCDGILVETQQPASHLSRRLAARIKI 240
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NTDB id 233683 CA592 RS00655 WP 004889540.1 LADMDIGERRRPQSGAMEMNVA.HTTVHLRLSTLPTIYDESLVIRLLPLH.SSLPLKQLALFPSTIKKLLALLNYSHGLM 140
NTDB id 96 BSU 24730 NP 390353.1 LSAMDIGERRKPQNGSLTLKLK.EGNVHLRMSTLPTINEESLVIRVMPQY.NIPSIDKLSLFPKTGATLLSFLKHSHGML 140
NTDB id 1384 A4U84 RS08525 WP 010787006.1 LAKLDISELRQPQDGQFSFTTALADTLDFRVSSLPTIYGEKLVLRLQKNKPTSFDFLQLGFNPQQQTTLLNALKQPQGLI 255
NTDB id 1168 A1552VC RS11070 WP 000957200.1 LSKLDIAERRLPQDGRIKLRLSRDTAIDMRVSTLPTLWGEKIVLRLLDSSAANLDIDKLGYNPQQKQLYLNALKRPQGMI 320
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NTDB id 233683 CA592 RS00655 WP 004889540.1 IFTGPTGSGKTTTLYSLLNVCRHHFQRNVITLEDPVEKRAEDVLQVQVNEKAGITYAAGLKAILRHDPDVIMVGEIRDAE 220
NTDB id 96 BSU 24730 NP 390353.1 IFTGPTGSGKTTTLYSLVQYAKKHFNRNIVTLEDPVETRDEDVLQVQVNEKAGVTYSAGLKAILRHDPDMIILGEIRDAE 220
NTDB id 1384 A4U84 RS08525 WP 010787006.1 LVTGPTGSGKSITLYSALNYLN.QMDKHILTAEDPVEIEIDGLIQTQVNRSIQLDFSQLLRTFLRQDPDIIMLGEIRDEE 334
NTDB id 1168 A1552VC RS11070 WP 000957200.1 LMTGPTGSGKTVSLYTGLRILN.TSQINISTAEDPVEINLSGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLE 399
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NTDB id 233683 CA592 RS00655 WP 004889540.1 TARIAVRAALTGHLVLTTMHTKDAVGAIYRLLEFGVPFQEMAQTLVAVTAQRLVQLKCPFCEAECS.P............ 287
NTDB id 96 BSU 24730 NP 390353.1 TAEIAVRAAMTGHLVLTSLHTRDAKGAIYRLLEFGINMNEIEQTVIAIAAQRLVDLACPFCENGCSSV............ 288
NTDB id 1384 A4U84 RS08525 WP 010787006.1 SAKMALRASQTGHLVLSTLHTNDALSAVERLLQLGIQEYEIQNSLLLVIAQRLVRKLCKKCR.................. 396
NTDB id 1168 A1552VC RS11070 WP 000957200.1 TAEIAVKAAQTGHLVLSTLHTNSAAETVIRLANMGVEPFNLASSLSLIIAQRLARRLCKHCKIAVRPSALLQSQFAFQPN 479
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NTDB id 233683 CA592 RS00655 WP 004889540.1 ............FCRQYRPVRRVGVYELLYGS.ELAQAMRAAKGEQ......ATYVYTRLKDVIKKGIALGFLHEHVIES 348
NTDB id 96 BSU 24730 NP 390353.1 ............YCRQSRNTRRASVYELLYGK.NLQQCIQEAKGNH......ANYQYQTLRQIIRKGIALGYLTTNNYDR 349
NTDB id 1384 A4U84 RS08525 WP 010787006.1 .......GVGCDECYQ.GYRGRIGVYQCLSRTAKKFDKQTA............YLDFSSLRESAKQKIEQQLTNETEVDR 456
NTDB id 1168 A1552VC RS11070 WP 000957200.1 EILYEANAAGCNECTG.GYSGRVGIYEVMAFNTELAEAIMQRASIHQIERLAKANGMQTLQESGLEKLREGITSFAELQR 558
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NTDB id 233683 CA592 RS00655 WP 004889540.1 WLLDEATS 356
NTDB id 96 BSU 24730 NP 390353.1 WVYHEKD. 356
NTDB id 1384 A4U84 RS08525 WP 010787006.1 VLGYE... 461
NTDB id 1168 A1552VC RS11070 WP 000957200.1 VLYF.... 562
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