
logo MRALL IGFVAGCMAVLQTRPAVLAVPVWQPAVLLAGLACGLLWAIAMALALLRRAGAGRLSPRVL IVAPGVI
MAVLAVAACAVGFGWSDWRAQQRLSVVLA

NTDB id 233092 CDC59 RS07645 WP 097908987.1 MRALLIGFVAGCMVLQTRPVLVPVWQPVLLALACGWIALALRRAGRSPVLIAGIAVLVAACVGFGWSDWRAQQRLSVVLA 80
NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLA 80
consensus !!!!!!!!!!!!! !!!!! ! !!!!! !!*!!! !!!**! ! !** *!!! !!! !!!!!!!!!!!!!!!!!!

logo PAEWEGKDTIQRATGVVAELPEQVTEDATRFLFQR I ESSDAGDAVPPRVRLSWYGKLRSWHNERQRREAREGAANTDRRAGIPDLQPGQRW
NTDB id 233092 CDC59 RS07645 WP 097908987.1 PEWEGKTIQATGVVAELPQVTEDATRFLFQIESSDAGDAVPPRVRLSWYGKRSWNERRRERGANTDRRAGIPDLQPGQRW 160
NTDB id 1426 RS RS05575 WP 011001070.1 PAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRW 160
consensus ! !!!! ! !!!!!!!!! !!!!!!!!!! !!!!!!!!!!!!!!!!!!!! !!!*!! !! ! !!!!!!!!!!!!!!!!

logo QLTLRLKRPHSLMNPDGGFDGEYAMLADEDI
VRAAGTYVHYTGKRARNAL IMGEQADAGSGFVGLQRVERCWRAAVRRHI

LLAALPDEARYAG
NTDB id 233092 CDC59 RS07645 WP 097908987.1 QLTLRLKRPHSLMNPDGFDGEYAMLAEDIRAAGTVHTGKRARNALIGQADAG..FGLQVERCRAAVRRHILAALPDARYG 238
NTDB id 1426 RS RS05575 WP 011001070.1 QLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYA 240
consensus !!!!!!!!!!!!!!! !!!!!!!!!!*!*!!!! !*!!!!!!!!!*! !!!!** !! !!!*!!!!!!!*!!!!!*!!!*

logo PVI
MVALVVGDQSGIAQADWERFRRTGI SHLVS I SGLHITMIAGLFAGALWMALWRRSFGLAHRWLRTPLPLRMPAQRAGAI

VA
NTDB id 233092 CDC59 RS07645 WP 097908987.1 PVMVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFAALWMALWRRSFGLAHWLRTPLPLRMPAQRAGAIA 318
NTDB id 1426 RS RS05575 WP 011001070.1 PVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVA 320
consensus !!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!*!

logo AMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLATDRSVPAVSLSLCWAAALVVALVDPWAVMSAGFGWLSFGAVAVI FLAATR I
M

NTDB id 233092 CDC59 RS07645 WP 097908987.1 AMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLTDRSVPASLSLCWAAAVVALVDPWAVMSAGFWLSFGAVAVIFLATRM 398
NTDB id 1426 RS RS05575 WP 011001070.1 AMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARI 400
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!! !!!!!!!!!*!!!!!!!!!!!!! !!!!!!!!!!!!! !*

logo

A
VAADAGRDGDNDVRQRPSATWPRVRAWRAGLCRGAGAR I

VQLAVTFGLLPLTLLLFQQVSVVSAAVANALAIPVVSFLVTTPLAL IMGATAVLPEPW
NTDB id 233092 CDC59 RS07645 WP 097908987.1 AAADAGGNDRQSTWPRRAWRALCGGARIQLAVTFGLLPLTLLLFQQVSVVSAAANALAIPVVSLVTTPLALIGAVLPEPW 478
NTDB id 1426 RS RS05575 WP 011001070.1 VAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTALPEPW 480
consensus !!!! ! * !! !!!!*!*!*!!*!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!! !!!!!!!*! !!!!!

logo

A
SQPVLAIWAEASFAGWLMVPSWLDARLAALPAGGWSVWTVAPAVAPAWAWGLLAI

V
G
VGVPLLLAVPGGHYRAWAWRAQGAVLVLLLPML

VLARALPAP
NTDB id 233092 CDC59 RS07645 WP 097908987.1 AQPVLAWAEASFGWLVSWLDRLAAPAWSVWTAPVAPAWAWLLAIGGVPLLLAPGGHRAWAWRAQGVLLLLPMVLARALAP 558
NTDB id 1426 RS RS05575 WP 011001070.1 SQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPAP 560
consensus !!!! !!!!!!*!!**!!! !! !* !!! !! !!!!!! !!* !!!!!! !!!*!!!!!!!!! *!!!!!*!!!!*!!



logo PPGAEFRLMVAFDIGQGAAATLVETAGHRLLFDTGPRQYGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMAG
NTDB id 233092 CDC59 RS07645 WP 097908987.1 PPGAFRLVAFDIGQGAAALVETAGHRLLFDTGPRYGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMAG 638
NTDB id 1426 RS RS05575 WP 011001070.1 PPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMAG 640
consensus !!! !!*!!!!!!!!!! !!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VPVRTMLASLPPGHGRLEGERQRARAALGIDEPTAGCLVAGQRWATWDGVAFE I LHYPVQAVPPSDRAAPAVSSNARSCVLR IAGNADRHYAALMLAG
NTDB id 233092 CDC59 RS07645 WP 097908987.1 VPVRTMLASLPPGHRLGERARAAGIDTAGCLAGQRWTWDGVAFEILHPVQAPPDRAPASSNARSCVLRIAGDRHAALLAG 718
NTDB id 1426 RS RS05575 WP 011001070.1 VPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLAG 720
consensus !!!!!!!!!!!!!! ! !!! !!**!!!*!!!!! !!!!!!!!!*!!! !*!!!* !!!!!!!!!!!! !*!!*!!!

logo DIGRSAQEAMAL IAAEAPERLMADI LLVPHHGSKRTSSSGAFLDAVSAPQVAI
VFQVGYRNRYGHPHPQVWQRYGARGI ERLRTD

NTDB id 233092 CDC59 RS07645 WP 097908987.1 DIGSAQEMALIAAEAPERLMADILLVPHHGSKTSSSGAFLDAVSPQVAIFQVGYRNRYGHPHPQVWQRYGARGIERLRTD 798
NTDB id 1426 RS RS05575 WP 011001070.1 DIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRTD 800
consensus !!! !!! !!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!*!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo AATGAVVI ETRGDALAEVRTARSMRPRYWSSALEVAALADEATATEPATDGAQP
NTDB id 233092 CDC59 RS07645 WP 097908987.1 AAGAVVIETRGDALEVRTARSMRPRYWSSALEVAALADAAEPADAQP 845
NTDB id 1426 RS RS05575 WP 011001070.1 ATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
consensus ! !!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!* !! !!!

X non conserved

X similar

X ≥ 50% conserved


