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NTDB id 1045 H0N27 RS16330 WP 168727019.1 .......MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQ 73
NTDB id 232929 CDA09 RS19235 WP 121430116.1 MNTSERRSRPAGVDVLVIDDEEDIREVLELSLLRMGLACDTAGTVEEARRLLGEKTYRLCLTDMRLPDGDGLELVAHIQS 80
NTDB id 1473 PAKAF RS24000 WP 003094694.1 .........MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQ 71
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 NYPNTPIAVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTENALENKLLIGRSLPIQQLRIA 153
NTDB id 232929 CDA09 RS19235 WP 121430116.1 HAPGLPVAVITAFGSIETAIRALKCGAFDFVTKPVELKALRELVNHALKLQAPSAPAPGNGNGTRPLIGNSPALEHLRTQ 160
NTDB id 1473 PAKAF RS24000 WP 003094694.1 RHPQTPVAMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPEAEEA...PVDNRLLGESPPMRALRNQ 148
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 IKKIARSQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHG 233
NTDB id 232929 CDA09 RS19235 WP 121430116.1 IAKLARNQAPVFIQGESGTGKEVIARLIHELGPRAAAPFVPVNCGAIPPELMESEFFGHRKGAFTGAVFDKDGLFQAARG 240
NTDB id 1473 PAKAF RS24000 WP 003094694.1 IGKLARSQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASG 228
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VRAPVGAGSDHQAQEEIVADSVDFVRVI ILCSATSHKQRDLDAALQELVAGRAEQGRKFRQDLFYYFRLIHNVMIDETL IRLVPPLRE
NTDB id 1045 H0N27 RS16330 WP 168727019.1 GSLFLDEIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRE 313
NTDB id 232929 CDA09 RS19235 WP 121430116.1 GTLFLDEVADLPLAMQVKLLRAIQERAVRPVGAHAEESVDVRILSASHRDLAQLVAEGKFRQDLYFRINVITLRVPPLRE 320
NTDB id 1473 PAKAF RS24000 WP 003094694.1 GTLFLDEVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRE 308
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 RGEDVLLLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNP 393
NTDB id 232929 CDA09 RS19235 WP 121430116.1 RPEDIASLATHVLARLAERDRVPPHRLSPEATAALSRHPFPGNVRELENLLERACALCDGDEIGIGDIDLQRSED..... 395
NTDB id 1473 PAKAF RS24000 WP 003094694.1 RREDIPLLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPG..... 383
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 FASAAQSIQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
NTDB id 232929 CDA09 RS19235 WP 121430116.1 ...AARPLPASPYGSPAQPSFDGDEDADGATDDERIRVLRMLDDTRWNRSEAARRLGMTLRQLRYRLQKWGME....... 465
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ...ASQE......GAASLSEID..NLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID....... 445
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X similar

X ≥ 50% conserved


