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NTDB id 232881 CCD80 RS10350 WP 149488479.1 MNKTWKRQVFRHTALYTAILMFSHTGGGGQAQAQTHKYAIVMNNQKLPEVKWGNDYSSLTDKSNEREVTHTSKFVVAKKH 80
NTDB id 1090 CAA90909.1 1..3114( ) MNKTLKRQVFRHTALYAAILMFSHTGGGG.AMAQTHKYAIIMNERNQLEVKGNGQYSTIKDKDRERKFIYNKD...RGGG 76
consensus !!!! !!!!!!!!!!! !!!!!!!!!!!!*! !!!!!!!!*!! *!!! !!** !! !! * *** *
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NTDB id 232881 CCD80 RS10350 WP 149488479.1 ISFSFNNTDEVVAEKKDAVVFGAATYLPPYGKVSGFDTAKLAERKNALDQIGTTHPGLIGYNYQDVTCASGNCPELSYRT 160
NTDB id 1090 CAA90909.1 1..3114( ) GSVFFDNTDTLVSQQRGTAVFGTATYLPPYGKVSGFDADGLQKRNNAVDWIHTTQAGLAGYAYTDVICRSNQCPQLVYET 156
consensus ! ! !!! *! * !!! !!!!!!!!!!!!!! ! ! !!*! !*!!**!! !! ! !! ! ! *!! ! ! !
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NTDB id 232881 CCD80 RS10350 WP 149488479.1 QFTFNNGLKRNGNGGRLDIYEDKSRDSSPIYKLKDYPWLGVSFNLGGESSFKLKR.QGSLVSSFSEDVTQQNGTQDQYKS 239
NTDB id 1090 CAA90909.1 1..3114( ) KFSFD.GIGLAKNAGSLDRHPDPSRENSPIYKLKDHPWLGVSFNLGSENTVKDGKSFNKLISSFSEGNNNQTI....... 228
consensus !*! *!* !*! !! **!*!!* !!!!!!!!*!!!!!!!!!! ! * ! ** !*!!!!! *! *******
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NTDB id 232881 CCD80 RS10350 WP 149488479.1 KNLVYTTDDYNSKGNKNHQDKHHAVAFYLNAKLHLLDKKQIKNIAQGVTVDLGTLKTRIEPTDAWKNRQGSYFNNGTWTY 319
NTDB id 1090 CAA90909.1 1..3114( ) ....VSTTRGHSISLSDWKREHTAMAYYLNAKLHLLDKKGIEDIAQGKTVDLGTLRPRVEATVRRG...ELLNFWATWKI 301
consensus **** *! *! * !*!*!*!!!!!!!!!!!! ! !!!! !!!!!!!**!*!*! *** *!!
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NTDB id 232881 CCD80 RS10350 WP 149488479.1 EEKGSVSVKLKLPEVKAGRCITTPNPNPKSKAPSPALTAPALWFGPVQNGKVQMYSASVSTYPDSSSSRIYLQNLKRKDD 399
NTDB id 1090 CAA90909.1 1..3114( ) EDKGNITVRLGLPEVKAGRCVNKANPNPNAKAPSPALTAPALWFGPVKDGKAEMYSASVSTYPDSSSSRIYLQNLKRKTD 381
consensus !*!! **!*! !!!!!!!!!* *!!!! !!!!!!!!!!!!!!!!! !! !!!!!!!!!!!!!!!!!!!!!!!!! !

logo PGKRPGRHYSLAETLNTEKNSDI EKSREPNTFTGRQTI
V IRLDNGKGVHREQIKLDKGRNENTEVEVGNFKNGNDNGNNDTFGIVKSDEGLGSFVEMPDATSEWKKV

NTDB id 232881 CCD80 RS10350 WP 149488479.1 PGRPGRYSLATLNKSDIESREPTFTGRQTVIRLDKGVHQIKLKGNE..VEGFKGNNG.NDTFGIVSEGSFMPDASEWKKV 476
NTDB id 1090 CAA90909.1 1..3114( ) PGKPGRHSLETLTENDIKSREPNFTGRQTIIRLNGGVREIKLDRNNTEVVNFNGNDGNNDTFGIVKDLGVEPDTSEWKKV 461
consensus !!*!!!*!! !! !! !!!! !!!!!!*!!! !!* !!! ! **! ! !! !*!!!!!!! * !! !!!!!!

logo LLPWTVRGFVANDDNKQFKATFNKQEEANKNDGNKPKYSQKYRSRDNNKGERNLGDIVNSP IVAVGEGYLATSANDGMVHI FKKQGNSGGD
NTDB id 232881 CCD80 RS10350 WP 149488479.1 LLPWTVRGVNDD.QFKTFNQE.AKDGKPKYSQKYRSRDNNKGERNLGDIVNSPIVAVGGYLATSANDGMVHIFKKGNGGD 554
NTDB id 1090 CAA90909.1 1..3114( ) LLPWTVRGFADDNKFKAFNKEENNDNKPKYSQKYRSRDNNKGERNLGDIVNSPIVAVGEYLATSANDGMVHIFKQ.SGGD 540
consensus !!!!!!!! !!* !! !! !* ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!! * !!!
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E
KRNSYNSLKLSYIPGTMPRKDI EQNSQTDESTLAKDELVRATFAEKGYVGDRYGVDGGFVLRKQVDNNLNGQDNRVFMFGAMGFGGRGAYAL

NTDB id 232881 CCD80 RS10350 WP 149488479.1 ERNYSLKLSYIPGTMPRKDIESQDSTLAKELRAFAEKGYVGDRYGVDGGFVLRQVNNLNGQDRVFMFGAMGFGGRGAYAL 634
NTDB id 1090 CAA90909.1 1..3114( ) KRSYNLKLSYIPGTMPRKDIQNTESTLAKDVRTFAEKGYVGDRYGVDGGFVLRKVDNLNGQNRVFMFGAMGFGGRGAYAL 620
consensus ! ! !!!!!!!!!!!!!!! *!!!!!**! !!!!!!!!!!!!!!!!!!!! ! !!!!! !!!!!!!!!!!!!!!!!!

logo DLTKADGNSDPTAKAVSLFDVKDNGNNGNNGNNRVELGYTVGTPQIGKTHDNGKYAAFLASGYATKE I ITSGDENKTALYVYDLE
NTDB id 232881 CCD80 RS10350 WP 149488479.1 DLTKADGNDPTKASLFDVKDNGNNGNNGNNRVELGYTVGTPQIGKTHNGKYAAFLASGYATKEI.TSGENKTALYVYDLE 713
NTDB id 1090 CAA90909.1 1..3114( ) DLTKADGSDPTAVSLFDVKDNGN...NGNNRVELGYTVGTPQIGKTHDGKYAAFLASGYATKEIITSGDNKTALYVYDLE 697
consensus !!!!!!! !!! !!!!!!!!!!***!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!*!!!*!!!!!!!!!!!
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NNGNGTNNTLP IAKKI EVPGNGKGGLSSPTLVDKDLDGTVDIAYAGDRGGNMYRFDLSSDQDNPQSQSWSTVRTI FEQGTKP ITSAPAI SQL

NTDB id 232881 CCD80 RS10350 WP 149488479.1 NNNG.TPIAKIEVPNGKGGLSSPTLVDKDLDGTVDIAYAGDRGGNMYRFDLSSDNPSSWTVRTIFQGTKPITSAPAISQL 792
NTDB id 1090 CAA90909.1 1..3114( ) GNGTNNLIKKIEVPGGKGGLSSPTLVDKDLDGTVDIAYAGDRGGNMYRFDLSSQDPQQWSVRTIFEGTKPITSAPAISQL 777
consensus ! * *! !!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! ! !*!!!!! !!!!!!!!!!!!!!

logo KDKRVVI FGTGSDLSEEDVDNMNDEEIQSYIYGI FDDNDTADTGTFGTVANFQDSDGLSGGKGLLEQKVLRSRDENDENKTLFLTDYKRSDGSGNSKGW
NTDB id 232881 CCD80 RS10350 WP 149488479.1 KDKRVVIFGTGSDLSEEDVDNNDIQSIYGIFDNDTDTGF..AQDGLGKGLLEQKLS..EENKTLFLTDYKRSDGSGSKGW 868
NTDB id 1090 CAA90909.1 1..3114( ) KDKRVVIFGTGSDLSEEDVDNMEEQYIYGIFDDDTATTGTVNFSDSGGGLLEQVLRRDNDNKTLFLTDYKRSDGSGNKGW 857
consensus !!!!!!!!!!!!!!!!!!!!! * ! !!!!!! !! ! ** ! !!!!! ! ** *!!!!!!!!!!!!!!!! !!!

logo VVKLKDGQRVTVKPTVVLRTAFVTIHKYTGTDKCGAETAI LG INTADGGKLTKKSARP IVPAEANSTAKVAQYSGDHKKGTATNGK
NTDB id 232881 CCD80 RS10350 WP 149488479.1 VVKLKDGQRVTVKPTVVLRTAFVTIHKYTGTDKCGAETAILGINTADGGKLTKKSARPIVPAANSKVAQYSGDKKTANGK 948
NTDB id 1090 CAA90909.1 1..3114( ) VVKLKDGQRVTVKPTVVLRTAFVTIHKYTGTDKCGAETAILGINTADGGKLTKKSARPIVPEANTAVAQYSGHKKGTNGK 937
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!* !!!!!!*!! !!!

logo S IP IGCMEQKGSNE I
TVCPNGYVYDKPVNVRYLDEKKI

TDGFSTTADGDAGGSGIDPAGKRSGKNNRCFSQKGVRTLLMNDLDS
NTDB id 232881 CCD80 RS10350 WP 149488479.1 SIPIGCMEKGNETVCPNGYVYDKPVNVRYLDEKKIDGFSTTADGDAGGSGIDPAGKRSGKNNRCFSQKGVRTLLMNDLDS 1028
NTDB id 1090 CAA90909.1 1..3114( ) SIPIGCMQKSNEIVCPNGYVYDKPVNVRYLDEKKTDGFSTTADGDAGGSGIDPAGKRSGKNNRCFSQKGVRTLLMNDLDS 1017
consensus !!!!!!! ! !! !!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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NTDB id 232881 CCD80 RS10350 WP 149488479.1 LDITGPTCGMKRISWREIFY. 1048
NTDB id 1090 CAA90909.1 1..3114( ) LDITGPTCGMKRISWREVFY* 1037
consensus !!!!!!!!!!!!!!!!!*!!
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