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NTDB id 232652 A3P32 RS01285 WP 087712620.1 MALPTRNEVSDDLKWDLSRIFKDDQEWEQEYNQVATEIKNLDRFKGNLVKSGQDLYEGITEILSVNRRLEKVYVYATMSS 80
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NTDB id 232652 A3P32 RS01285 WP 087712620.1 DVDTSNTHYLGLVAKAQSLANQMSAAISFVDPEILSIPGETLAKFMQDEPRLKEYQHRLEQITKKRPHTLPASEEKIIAA 160
NTDB id 480 HSISS4 RS02090 WP 002890133.1 DQDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAA 159
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NTDB id 232652 A3P32 RS01285 WP 087712620.1 AGDAMGTSANTFNVLTNSDMEYGYVQDEDGEMVQLSDGLYSLLIQSQDRNVRKNAFDVMYASYGQFENSLASTLSGEVKA 240
NTDB id 480 HSISS4 RS02090 WP 002890133.1 AGDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKV 239
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NTDB id 480 HSISS4 RS02090 WP 002890133.1 HNYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSETET.ALTYEES 318
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NTDB id 232652 A3P32 RS01285 WP 087712620.1 KNEARRALAPLGKDYLEHVDYIFNNRVIDVVESQNKVTGAYSGGSYDTDPYELLNWEDNLDSLYTLVHETGHSVHSWYTR 400
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NTDB id 232652 A3P32 RS01285 WP 087712620.1 NTQPYVYGDYPIFVAEIASTTNENILTEYFLDKITDPKTRAFVLNHYLDSFKGTLFRQTQFAEFEQFIHEADANGQPLTA 480
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QTQPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTA 478
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NTDB id 232652 A3P32 RS01285 WP 087712620.1 DVLDEFYGNLNQKYYGDSVEPGGEIAKEWARIPHFYYNFYVYQYATGFAAATALANNVVHGTDKERTAYINFLKAGSSDY 560
NTDB id 480 HSISS4 RS02090 WP 002890133.1 DFMNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDY 558
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NTDB id 232652 A3P32 RS01285 WP 087712620.1 PTEIMKRAGVDMTKANYLKDAFNTFEKRLNEFEKIVNELKTI. 602
NTDB id 480 HSISS4 RS02090 WP 002890133.1 PLEVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
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