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MKKISLLLABL/Y FLVACSNQK[NADGKLNIVTTFYPVYEFTKQVAGDWANVELLIGAGTEPH YEPSAKAVAIQDADFVYEN
MKKISLLLAGLLS FLVACSNQKKADGKLNIVTTFYPVYEFTKQVAGDEANVELLIGAGTEPHDYEPSAKAVATIQDADAFVYEN
MKKISLLLWYGLLS FLVACSNQKKADGKLNIVTTFYPVYEFTKQVAGDEANV LLIGAGTEPHDYEPSAKAVATIQDADAFVYEN
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ENMETWVPISLLINTLISKK\NEYIKATGDMLLLPGGEEEIN6DHDHGEEGHHH DPHVWLSPIRAIKIQVEHIRDSL SINYYPDKKINYF
ENMETWVP LLKTLKNKEETVIKATGDMLLLPGGEEEMEDHDHGEEGHHHMYDPHVWLSPKRAIKMVEHIRDSLSKEYPDKKAAF,
ENMETWVP LLKTLKNKKETVIKATGISMLLLPGGEEENEDH HGEEGHHH YDPHVWLSPKRAIWMVEHIRDSLSKINYP KKAAF
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EKNAAAYTIJRKL LDKEYE\ GL AKQKSFVTQHAAFNYLALDYGLKQVEIISGLSPD EPSA RLAELTEY KKNKIIYIYFEEN
EKNAAAYIKKLEALDKEYE GLANAKQKSFVTQHAAFNYLALDYGLKQVPISGLSPDSEPSASRLAELTEYIKKNKIKYIYFEEN
EKNAAAYIKK EALDKEYERIGLANAKQKSFVTQHAAFNYLALDYGLKQVPISGLSPDSEPSASRLAELTEYIKKNKIKYIYFEEN
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ASQALANTL KEEGVQ§DVLNPLESLTEENTKEGI® YIS MASNLKALKINTTDQEGIEIINYEKIMEDTKTVQNGYFED AVKDRTL
ASQALASTLAKETGVELDVLNPLESLTEEQTKDGADY SIMJANLKALKKTTDQEGAEIAAEKEEDRKTVQNGYFEDSAVKDRTL
ASQALASTLAKETGVELDVLNPLESLTEEQTKDGADYISIMMANLKALKKTTDQEGAEIAAEKEEDTKTVQNGYFEDSAVKDRTL

LE VL TEONAL T econok TS T Xl T L e

SDYAGRIWQSVYP LIBDGTIJDQVFDYKAKLTGKMTWAEYKEYYYIKGY[TDV JINITDNTMEF VI§GRISKKYTYKYVGK MLTY]SK
SDYAGEWQSVYPYLKDGTLDQVFDYKAKLTGKMTAAEYKDYYDKGYKTDVSNINITDKTMEFVVDGKSKKYTYKYVGKHTLTYSK
SDYAGEWQSVYRYLKDGTLDQVFDYKAKLTGKMTAAEYKDYYDKGYKTDVSNINITDKTMEFVVDGKSKKYTYKYVGKHTLTYSK
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GNRGVRF|JBFEATDADAGQ KYVQFSDHNIAP\YKAJRHFHIF GGESQEQLF E NWPTYYPIL GQEIAQEMLAH 501
GNRGVRFMFEATDADAG YKYVQFSDHNIAPTKAAHFHIFYGGESQEALF ELENWPTYYPSKLTGQEIAQEMLAH 500
GNRGVRFMFEATDADAGQYKYVQFSDHNIAPTKAAHFHIFYGGESQEALFINELENWPTYYPSKLTGQEIAQEMLAH 500
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