logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id

602
611
330
298
282
246
244
242
376

KW2 RS03060 WP 011834647.1

V4T04 RS07970 WP 003129593.1

STU RS11365 WP 002949732.1

STER RS01925 WP 002949732.1
KZH43 RS03215 WP 000613477.1

SPD RS03495 WP 000613477.1

SPR RS03300 WP 000613477.1

SP RS03655 WP 000613477.1

SMU RSO07595 WP 255262720.1

446 SpyM6JRS4 RS01695 WP 002985850.1
445 SPYM3 RS01720 WP 002985850.1
232494 5100027 RS20160 WP 003185937.1
86 BSU 34540 NP 391334.1

1223 Cj0192c YP 002343650.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id

602
611
330
298
282
246
244
242
376

KW2 RS03060 WP 011834647.1

V4T04 RS07970 WP 003129593.1

STU RS11365 WP 002949732.1

STER RS01925 WP 002949732.1
KZH43 RS03215 WP 000613477.1

SPD RS03495 WP 000613477.1

SPR RS03300 WP 000613477.1

SP RS03655 WP 000613477.1

SMU RS07595 WP 255262720.1

446 SpyM6JRS4 RS01695 WP 002985850.1
445 SPYM3 RS01720 WP 002985850.1
232494 5100027 RS20160 WP 003185937.1
86 BSU 34540 NP 391334.1

1223 Cj0192c YP 002343650.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id

602
611
330
298
282
246
244
242
376

KW2 RS03060 WP 011834647.1

V4T04 RSO07970 WP 003129593.1

STU RS11365 WP 002949732.1

STER RS01925 WP 002949732.1
KZH43 RS03215 WP 000613477.1

SPD RS03495 WP 000613477.1

SPR RS03300 WP 000613477.1

SP RS03655 WP 000613477.1

SMU RS07595 WP 255262720.1

446 SpyM6JRS4 RS01695 WP 002985850.1
445 SPYM3 RS01720 WP 002985850.1
232494 5100027 RS20160 WP 003185937.1
86 BSU 34540 NP 391334.1

1223 Cj0192c YP 002343650.1

consensus

e ey l\/

TSR]

il

PRI

AR

..... y(eag® PIWVIEQ SRGER YDIYSRLLKDRIIMLTGPVEDEMANS
..... yfeag PINWVIEQ SRGER YDIYSRLLKDRIIMLTGPVED{MANS
........ MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGP EDNMANS
........ MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGP EDNMANS
........ MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS
........ MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS
........ MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS
........ MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS
IARSNSEIMIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS
........ MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS
........ MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS
...... JUNSNT PRV IEIT AAGERSYDI 'SRLLKDRIIM [EJFgyD MANF WAQLLFLEA DNJEKDIR
...... WA T PV IEQTIJRGER YDIYSRLLKDRIIML[EEFN DNWYANS S

MU

IAQLLFLDAQDNTKDIYLYVNTPGGSVSAG
IAQLLFLDAQDNTKDIYLYVNTPGGSVSAG
IAQLLFLDAQDNTKDIYLYVNTPGGSVSAG
IAQLLFLDAQDNTKDIYLYVNTPGGSVSAG
TAQLLFLDAQDBTKDIYLYVNTPGGSVSAG
IAQLLFLDAQDBTKDIYLYVNTPGGSVSAG
TAQLLFLDAQDBTKDIYLYVNTPGGSVSAG
IAQLLFLDAQDETKDIYLYVNTPGGSVSAG
IAQLLFLDAQDNTKDIYLY N PGGSVSAG
IAQLLFLDAQDNTKDIYLYVNTPGGSVSAG
IAQLLFLDAQDNTKDIYLYVNTPGGSVSAG

Y N PGGSHSAG

QLLFLAA DEJBK IFLY N PGGS AG
AQLLFL A DIJTKDIYLY N

Pokotokorok D01 Do Do okor Dok Dok Dok Dok D1 Lokok ok |

W EII

T A el

IASSGTKGKRFMLPNAEYLIHQPMGGAGQGTQQTDMAIVAEQLLKTRKR
TASSGWKGKRFMLPNAEYMIHQPMGGTGNGTQQTDMAIYAENLLKTR|EN
TASSGWKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATIAAEHLLKTRII
TASSGWKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATIAAEHLLKTRII
TASSGE\KGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATIAAEHLLKTRJNN
TASSGI\KGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATIAAEHLLKTRJ\NN
TASSGIXKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATAAEHLLKTRIMY

A

=

2313232370:R

TASSGE\KGKRFMLPNAEYMIHQPMGGTGGGTQQTDMAIAAEHLLKTRNN
TASSGINKGKRFMLPNAEYMIHQPMGGTGGGTQQ DMAIAAEMNLLKTRIEY
TASSGWKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATIAAEHLLKTR|s831
IASSGTKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMAIAAEHLLKTRHR

#1101 e !

el

N NN

e b St el

HISDAERDIWMBAISETLEYGF IDE I MIAN N 199
HISDAERDIWMBAISETLEYGF IDE I MIANNE] 199
HWUDAERDNWMSAMNETLEYGFIDEIMpNN[N 196
HWUDAERDNWMSANETLEYGFIDEIMN N[N 196
HEDAERDNWMSANETLEYGFIDEIMEINNE] 196
HEDAERDNWMSANETLEYGFIDEIMENNE] 196
HEADAERDNWMSANETLEYGFIDEIMEINNE] 196
HEDAERDNWMSANETLEYGFIDEIMENNE 196
204

196

. 196

ADJMIA YSUDIDIA K AVE VS ANIL. . . . . . . . 190
ERD TRIANEKEYAE 2 A[HAe] L iy KIl L THTEDJHK 197
LVDINERDIY “MS ANELYSE Y GIHI DI /1B €S)0’8 194

155
155
152
152
152
152
152
152
160
152
152
152
152
151



(>4 ES

non conserved
similar
>50% conserved



