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NTDB id 232336 S100141 RS02930 WP 003180354.1 .MSTEDMTKDTYEVNSSTMAVLPLGEGEKPASKILETDRTFRVNMKPFQIIERSCRYFGSSYAGRKAGTYEVIKVSHKPP 79
NTDB id 78 BSU 10420 NP 388923.1 MSQKTDAPLESYEVNGATIAVLPEEIDGKICSKIIEKDCVFYVNMKPLQIVDRSCRFFGSSYAGRKAGTYEVTKISHKPP 80
consensus * ! * **!!!! !*!!!! !**!!!*! !* ! !!!!! !!**!!!!*!!!!!!!!!!!!!!! !*!!!!!

logo IMVDHPSNNQI FLFPTFLSSTRPQCGWI
LSHAVHVHKEFCKAATEKFYDDNTEFVTFSVNGEKTLMELP I

VS IYNSSFENQVYRTAWLRTKF IQDR IDEGH
NTDB id 232336 S100141 RS02930 WP 003180354.1 IMVDHSNNIFLFPTFSSTRPQCGWLSHAHVHEFCAAKYDNTFVTFVNGETLELPVSISSFENQVYRTAWLRTKFIDRIEG 159
NTDB id 78 BSU 10420 NP 388923.1 IMVDPSNQIFLFPTLSSTRPQCGWISHVHVKEFKATEFDDTEVTFSNGKTMELPISYNSFENQVYRTAWLRTKFQDRIDH 160
consensus !!!! !!*!!!!!! !!!!!!!!!*!! !!*!!*! *! ! !!! !! !*!!!*! !!!!!!!!!!!!!!!! !!!**
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NTDB id 232336 S100141 RS02930 WP 003180354.1 NPMQKKQEFMLYPKEDRNQLIYEFILRELKKRY 192
NTDB id 78 BSU 10420 NP 388923.1 .RVPKRQEFMLYPKEERTKMIYDFILRELGERY 192
consensus ****!*!!!!!!!!!*! *!!*!!!!!! !!

X non conserved

X similar

X ≥ 50% conserved


