
logo MGLFDR IQSRDSNPSVAKKNNVSEKVSETPS I LDNSEKVKKPE IKVGFSVNERAKQPVEEFERDSTSS I LDKYFVKVDDIDFDVI
NTDB id 23229 MMP RS00250 WP 011169984.1 MGLFDRIQSRDSNPSVAKKNNVSEKVSETPSILDNSEKVKKPEIKVGFSVNERAKQPVEEFERDSTSSILDKYFVKVDDIDFDVI 85
NTDB id 59 MMJJ RS05235 WP 011169984.1 MGLFDRIQSRDSNPSVAKKNNVSEKVSETPSILDNSEKVKKPEIKVGFSVNERAKQPVEEFERDSTSSILDKYFVKVDDIDFDVI 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo I EKENGVTLYKIPE ITLMNTALAKFSDMDIKTIKAELSESTLQKLGQIQGYLKNYSEKNNLHLRDI E I LHLSHYFYL I IGKLGLL
NTDB id 23229 MMP RS00250 WP 011169984.1 IEKENGVTLYKIPEITLMNTALAKFSDMDIKTIKAELSESTLQKLGQIQGYLKNYSEKNNLHLRDIEILHLSHYFYLIIGKLGLL 170
NTDB id 59 MMJJ RS05235 WP 011169984.1 IEKENGVTLYKIPEITLMNTALAKFSDMDIKTIKAELSESTLQKLGQIQGYLKNYSEKNNLHLRDIEILHLSHYFYLIIGKLGLL 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo E IPLNDSKLEEVMVNGVESPSFVFHRKYQMCETNIRLDRHEATRVVES IAYLAGRTIDSRTPMLDAFLPDGSRVNATMSDVTLGG
NTDB id 23229 MMP RS00250 WP 011169984.1 EIPLNDSKLEEVMVNGVESPSFVFHRKYQMCETNIRLDRHEATRVVESIAYLAGRTIDSRTPMLDAFLPDGSRVNATMSDVTLGG 255
NTDB id 59 MMJJ RS05235 WP 011169984.1 EIPLNDSKLEEVMVNGVESPSFVFHRKYQMCETNIRLDRHEATRVVESIAYLAGRTIDSRTPMLDAFLPDGSRVNATMSDVTLGG 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo NTITIRKFSEDPLTIVDL INFGTFDLELAAFLWQAVEGYFGAKPANTL IVGGTGSGKTTTLNVVSMFSMYTDRLVTI EDTPELQV
NTDB id 23229 MMP RS00250 WP 011169984.1 NTITIRKFSEDPLTIVDLINFGTFDLELAAFLWQAVEGYFGAKPANTLIVGGTGSGKTTTLNVVSMFSMYTDRLVTIEDTPELQV 340
NTDB id 59 MMJJ RS05235 WP 011169984.1 NTITIRKFSEDPLTIVDLINFGTFDLELAAFLWQAVEGYFGAKPANTLIVGGTGSGKTTTLNVVSMFSMYTDRLVTIEDTPELQV 340
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo PLTHL IKMITRPGRPGIQGYE ITMDDL IKNSLRMRPDRI FVGEVRGSEAHSLLVAMNTGHDGCSGTLHANSADEAL IRL INPPMN
NTDB id 23229 MMP RS00250 WP 011169984.1 PLTHLIKMITRPGRPGIQGYEITMDDLIKNSLRMRPDRIFVGEVRGSEAHSLLVAMNTGHDGCSGTLHANSADEALIRLINPPMN 425
NTDB id 59 MMJJ RS05235 WP 011169984.1 PLTHLIKMITRPGRPGIQGYEITMDDLIKNSLRMRPDRIFVGEVRGSEAHSLLVAMNTGHDGCSGTLHANSADEALIRLINPPMN 425
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VPKVMMSSVDF I INQQR IKRNKKTVRR I LGVVE IGGSGENITKTELFKYDGI SDSVVKTGICMWEEDVCQIAGITRDELMDDRIN
NTDB id 23229 MMP RS00250 WP 011169984.1 VPKVMMSSVDFIINQQRIKRNKKTVRRILGVVEIGGSGENITKTELFKYDGISDSVVKTGICMWEEDVCQIAGITRDELMDDRIN 510
NTDB id 59 MMJJ RS05235 WP 011169984.1 VPKVMMSSVDFIINQQRIKRNKKTVRRILGVVEIGGSGENITKTELFKYDGISDSVVKTGICMWEEDVCQIAGITRDELMDDRIN 510
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo RKKVLKYMVNNNINDIRKVGDVLKQYQENPENVLKNI LE
NTDB id 23229 MMP RS00250 WP 011169984.1 RKKVLKYMVNNNINDIRKVGDVLKQYQENPENVLKNILE 549
NTDB id 59 MMJJ RS05235 WP 011169984.1 RKKVLKYMVNNNINDIRKVGDVLKQYQENPENVLKNILE 549
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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