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NTDB id 1119 NGFG RS11465 WP 017147169.1 .......MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGKWPENNTSAGV 73
NTDB id 1188 NELON RS01755 WP 003772458.1 .......MKAMQKGFTLIELMIVIAIIGILAAIALPAYQDYTVRSKVSEALIAASSPKSALSEAFQTDGITGMTAAAKAF 73
NTDB id 232261 CCX87 RS18720 WP 087748043.1 ......MKRNLQKGFTLIELMIVVAIIGILAAVALPAYQDYTIRAKVSEGLILGSALKATVADNAANAVADASGGLFAGM 74
NTDB id 1424 RS RS02795 WP 011000517.1 MKSMRHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANAQSDLSV...... 74
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ........MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAGTPSTA. 71
NTDB id 1274 LPP RS09530 WP 011214168.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATG. 70
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATG. 70
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NTDB id 1119 NGFG RS11465 WP 017147169.1 AS..................PPTDIKGKYVKEVEV.....KNGVVTATM...LSSGVNNEIKGKKLSLWGR......... 118
NTDB id 1188 NELON RS01755 WP 003772458.1 NKTAAAGGGAGGAAAAGTQ.....HASKYVKSVK..VTEASPWDITVAISATEANGIPTGLDGNTIRLFPLVNKAVP..A 144
NTDB id 232261 CCX87 RS18720 WP 087748043.1 T....TGTAAAPTLCAAAGTCVQTAPTKNIATI...TGTTANGMIAVAFSTAI.....APAASNLLQIWPSSNGALLVAG 142
NTDB id 1424 RS RS02795 WP 011000517.1 ................GSSVF...TPTKNVANLTIAGTGTVPGQITVTYT.TA.....A..GGGTLALVPTAAGTALPVS 127
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ...........GSSCVGVQEISASNATTNVATA..TCGASSAGQIIVTMDTTK.....A..KGANITLTPT......... 122
NTDB id 1274 LPP RS09530 WP 011214168.1 ...........YV.........SPAATPNVASI..AIGA..NGVITITY.TAA.....A..GGGTIVMTPTL........ 110
NTDB id 1258 GCO85 RS09745 WP 014844212.1 ...........YV.........SPAATPNVQSI..AIGA..NGVITITY.TAA.....A..GGGTIIMTPTL........ 110
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NTDB id 1119 NGFG RS11465 WP 017147169.1 .RENGSVKWFCGQPVTRADDDTVA..DAKDGKEIDTKHLPSTCRDKASDAK 166
NTDB id 1188 NELON RS01755 WP 003772458.1 ATSTGAIDWACASAAKETADKRFGTGSGVAVGTLPAKYAPSECK....... 188
NTDB id 232261 CCX87 RS18720 WP 087748043.1 TPPVGPIVWTCYTDDKAAILG......ATNGATLLSKYAPAECR....... 180
NTDB id 1424 RS RS02795 WP 011000517.1 SAPSGPIMWTCYAQNKAQAASSVA...PSGTMSLAAKYAPAECR....... 168
NTDB id 1002 ACIAD RS15100 WP 004923779.1 .YASGAVTWKCTTT..................S.DKKYVPSECRG...... 147
NTDB id 1274 LPP RS09530 WP 011214168.1 .QANGDVTWTCTGG..................TLLAKYRPASCRP...... 136
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .QANGDVTWTCTGG..................TLLAKYRPASCRP...... 136
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