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NTDB id 1029 TT RS02230 WP 011228203.1 304
NTDB id 1169 A1552VC RS11075 WP 000648511.1 309
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NTDB id 1059 ABD1 RS01610 WP 000279215.1 PIFGD VMKAMIAR SRTLAT FAAGVPL DAL STAGA 310
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NTDB id 1029 TT RS02230 WP 011228203.1 NIRRT FPIYMVEEIMVAIGEE GALDWMLSKVA FYEREVDINAVESL LVNIEPL I 384
NTDB id 1169 A1552VC RS11075 WP 000648511.1 .NEEAFPEMVLQMVWIGEESGE 388
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NTDB id 232246 CCX87 RS03935 WP 087743915.1 .NAN FPSMVLQMEAIGEESG DHMLGKEA FYEREVD ﬁvﬂ 387
NTDB id 1198 PSJM300 03950 AFN76868.1 N TCVEPRIMIN QMWATIGEESGALD MLEKVAWFYEINEVDNEVD 386
NTDB id 1016 ACIAD RS01680 WP 004920476.1 Y WFPIIMIY QMVAIGEESGALD MLINK VAR YEEVDAVD 389
NTDB id 1059 ABD1 RS01610 WP 000279215.1 Ny NIFPRIMIN QMVATGEESGALDSMLIKVAW YERJEVDNAVD 389
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NTDB id 1169 A1552VC RS11075 WP 000648511.1 408
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NTDB id 1016 ACIAD RS01680 WP 004920476.1 VGGLV AMYLPIF GSVV. 408
NTDB id 1059 ABD1 RS01610 WP 000279215.1 VGGLV AMYLPIF c. 408
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