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NTDB id 232241 CCX87 RS00770 WP 087743016.1 LG CPSICIY . Wiy '|® SAD.GPGKNYGAQF.GLAQAQAVPA EETRE AP GI 80
NTDB id 125 BSU 00870 NP 387968.1 K| .HSVQTVQSP TSHE SEEP LG 78
NTDB id 509 SM12261 RS00130 WP 078228442.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLT MMNKTKPMKLAEVTSINVNRTKTEME 75
NTDB id 537 SMSK321 RS07120 WP 080550752.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSL T SMNK TKPMKLAEVTSINVNRTKTEME 75
NTDB id 279 KZH43 RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSL TR MMNKTKPMKLAEVTSINVNRTKTEME 75
NTDB id 238 SPD RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSL TS BMNK TKPMKLAEVTSINVNRTKTEME 75
NTDB id 204 SPR RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSL TS MK TKPMKLAEVTSINVNRTKTEME 75
NTDB id 169 SP RS00155 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSL TR MK TKPMKLAEVTSINVNRTKTEME 75
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NTDB id 232241 CCX87 RS00770 WP 087743016.1

NTDB id 125 BSU 00870 NP 387968.1

NTDB id 509 SM12261 RS00130 WP 078228442.1 EFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQS 154
NTDB id 537 SMSK321 RS07120 WP 080550752.1 EFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQS 154

NTDB id 279 KZH43 RS00140 WP 074017595.1 EFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQS 154
NTDB id 238 SPD RS00140 WP 074017595.1 EFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQS 154
NTDB id 204 SPR RS00140 WP 074017595.1 EFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQS 154
NTDB id 169 SP RS00155 WP 074017595.1 EFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQS 154
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NTDB id 232241 CCX87 RS00770 WP 087743016.1
NTDB id 509 SM12261 RS00130 WP 078228442.1 VRIEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVL 234
NTDB id 537 SMSK321 RS07120 WP 080550752.1 VRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVL 234

NTDB id 279 KZH43 RS00140 WP 074017595.1 VRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVL 234
NTDB id 238 SPD RS00140 WP 074017595.1 VRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVL 234
NTDB id 204 SPR RS00140 WP 074017595.1 VRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVL 234
NTDB id 169 SP RS00155 WP 074017595.1 VRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVL 234
consensus Hokokokokokok ok Dotk LT * % rrrerrn Do Dok 11k ! Prrrrrttsctrrtxrrrrrrnnd

(E ETRAMA ST 82 c6c LR S ERtaT ST

NTDB id 232241 CCX87 RS00770 WP 087743016.1 320
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NTDB id 509 SM12261 RS00130 WP 078228442.1 YFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTP TieeyRa
NTDB id 537 SMSK321 RS07120 WP 080550752.1 YFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTP Tjeh:

NTDB id 279 KZH43 RS00140 WP 074017595.1 YFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPT 314
NTDB id 238 SPD RS00140 WP 074017595.1 YFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPT 314
NTDB id 204 SPR RS00140 WP 074017595.1 YFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPT 314

NTDB id 169 SP RS00155 WP 074017595.1 YFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTP TS
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NTDB id 509 SM12261 RS00130 WP 078228442.1 MFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVATIASSYKDKPTNPQECFVGEL Gjeier:
NTDB id 537 SMSK321 RS07120 WP 080550752.1 MEGNAKRTTTGLDFNRASLIMAVLEKRAGLLLONQDAYLKSAGGVKLDEPAIDLAVAVATIASSYKDKPTNPQECFVGEL Gl

NTDB id 279 KZH43 RS00140 WP 074017595.1 MFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELG 394
NTDB id 238 SPD RS00140 WP 074017595.1 MFEGNAKRTTTGLDFNRASLIMAVLEKRAGLLLONQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELG 394
NTDB id 204 SPR RS00140 WP 074017595.1 MFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELG 394
NTDB id 169 SP RS00155 WP 074017595.1 MFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLONQDAYLKSAGGVKLDEPAIDLAVAVATIASSYKDKPTNPQECFVGELG 394

consensus * Thokr o Daor 1 x T ! I N N N N N N R PEEFTEEFIEEY

[ IRERUEAL PO T e T

NTDB id 232241 CCX87 RS00770 WP 087743016.1 459
NTDB id 125 BSU 00870 NP 387968.1 . 458
NTDB id 509 SM12261 RS00130 WP 078228442.1 LTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITIFJPKEIQVIGVTTIQEVLKKVEF A 453
NTDB id 537 SMSK321 RS07120 WP 080550752.1 LTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGIT|gPRIEIQVIGVTTIQEVLKKVF AN 453
NTDB id 279 KZH43 RS00140 WP 074017595.1 LTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGIT PKEIQVIGVTTIQEVLKKVF A 453
NTDB id 238 SPD RS00140 WP 074017595.1 LTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGIT PKEIQVIGVTTIQEVLKKVF AR 453
NTDB id 204 SPR RS00140 WP 074017595.1 LTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGIT PKEIQVIGVTTIQEVLKKVF A 453
NTDB id 169 SP RS00155 WP 074017595.1 LTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGIT PKEIQVIGVTTIQEVLKKVF A 453
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