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NTDB id 1323 RA0C RS07335 WP 004916218.1 .MLVKVYGSAIHGVSAQTITIEVNVDQGV.GYHLVGLPDNAIKESSHRISAALKNVGYKLPG.KKITINMAPADLRKEGS 77
NTDB id 232240 CCX87 RS00675 WP 087742992.1 MSLALVQSRALLGLEAPSVTVEVHLANGLPSFTLVGLADVEVKEARERVRSALQNAGLEFPHNKRITVNLAPADLPKDSG 80
NTDB id 1271 LPP RS03220 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPC.RKITVNLGPANLPKTGS 79
NTDB id 1248 GCO85 RS03150 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPC.RKITVNLGPANLPKTGS 79
NTDB id 1153 A1552VC RS00115 WP 000521788.1 MGLAIIHSRASIGVQAPPVTVEVHISNGMPGFTLVGLPETTVKESRDRVRSAIINSRFEFPA.KRITVNLAPADLPKEGG 79
NTDB id 1397 DSB67 RS15690 WP 005535577.1 MGLAIIHSRASVGVQAPSVSVEVHISNGMPGFTLVGLPETTVKESKDRVRSAIVNSNFQFPA.KRITVNLAPADLPKEGG 79
NTDB id 1349 HI 1117 AAC22771.1 MSLAIVYSRASMGVQAPLVTIEVHLSNGKPGFTLVGLPEKTVKEAQDRVRSALMNAQFKYPA.KRITVNLAPADLPKEGG 79
NTDB id 1387 A4U84 RS06900 WP 020457569.1 MSLAIIYSRASIGVEAPLVTIEVHISGGSPGLTLVGLPEKSVKEAQDRVRSALMNANFDYPA.RRITINLAPADLPKEGG 79
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LVI LIVAPPQHKNGSAQSNTGAERADNQEVAAS ILTVNPSGKNVHDALTEQENRKQHTVFKYCFGRSTVA
NTDB id 1323 RA0C RS07335 WP 004916218.1 AYDLSIALGILAASGQIIAPEIERYLIMGELSLDGGLQPIKGVLPIAIRARE.EGFKGIILPKQNTREAAIVNDLEVYGV 156
NTDB id 232240 CCX87 RS00675 WP 087742992.1 RFDLPIALGLLAASGQIDASRLAGHEFAGELSLSGQLRPVRGALATSLALRAQQVAVRLVLPPGSAEEAALVPDAQVYRA 160
NTDB id 1271 LPP RS03220 WP 011213198.1 GFDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVLA..AHKDNQHLIIANANAAEASLTGHQKVFTA 157
NTDB id 1248 GCO85 RS03150 WP 011213198.1 GFDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVLA..AHKDNQHLIIANANAAEASLTGHQKVFTA 157
NTDB id 1153 A1552VC RS00115 WP 000521788.1 RFDLPIALGILAASDQIARNKLESYEFIGELALSGEIRGVKGVLPAALA..ANQVERCLVVPHSNGDQAALVGVERHKSA 157
NTDB id 1397 DSB67 RS15690 WP 005535577.1 RFDLPIALGILAASEQIATDKLKNYEFVGELALSGGLRTVKGVLPAALA..ANKKQRHLVVPHANGDQAALVGKEQHKSA 157
NTDB id 1349 HI 1117 AAC22771.1 RFDLPIAIGILAASDQLDASHLKQFEFVAELALTGQLRGVHGVIPAILA..AQKSKRELIIAKQNANEASLVSDQNTYFA 157
NTDB id 1387 A4U84 RS06900 WP 020457569.1 RFDLPIAIGILAASGQIDSDKLKRIELLGELSLTGHLRGVHGAIPAVLA..ASKAKREIIVPQQNANEVSLVSNTQTYCA 157
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NTDB id 1323 RA0C RS07335 WP 004916218.1 ENIKEVIDFFNENCP...LEPTKVNT..REEF...HKRVNLFPFDFSEVKGQETAKRAMEVAAAGGHNIILIGPPGSGKT 228
NTDB id 232240 CCX87 RS00675 WP 087742992.1 RHLLDVVRQFLPAGSQDPIDDASATDDGWCLLHPTPLATQMTYADLSDVKGQAASKRALEIAAAGGHSLLMMGPPGSGKS 240
NTDB id 1271 LPP RS03220 WP 011213198.1 NNLREVCDYLCQ.GTSLQSLPPKPDL...........LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAPGSGKT 225
NTDB id 1248 GCO85 RS03150 WP 011213198.1 NNLREVCDYLCQ.GTSLQSLPPKPDL...........LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAPGSGKT 225
NTDB id 1153 A1552VC RS00115 WP 000521788.1 QSLLEVCADLCG.QQTLSLFQSSPSV...........QQVSQTRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPPGTGKT 225
NTDB id 1397 DSB67 RS15690 WP 005535577.1 QSLLEVCAELCG.QHQLNLYQTPKKK...........ELKAHGRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPPGTGKT 225
NTDB id 1349 HI 1117 AAC22771.1 QTLLDVVQFLNG.QEKLPLATEIVKESA.......VNFSGKNTLDLTDIIGQQHAKRALTIAAAGQHNLLFLGPPGTGKT 229
NTDB id 1387 A4U84 RS06900 WP 020457569.1 STLLQVVNFLNN.RDQLPIAQQLSQNIA.......EN.RPLVSRDLTDIIGQQHAKRALIIAASGQHNLLFLGPPGTGKT 228
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NTDB id 1323 RA0C RS07335 WP 004916218.1 MLAKRIPSILPPLTLKEALETTKIHSVAGKMGAETSLMTIRPFRSPHHTISDVALVGGGSYPQPGEISLAHNGVLFLDEM 308
NTDB id 232240 CCX87 RS00675 WP 087742992.1 MLAQRFAGLLPAMTMEEALESAAVASLAGRF.TP.ARWAQRPTCQPHHTASAVALVGGGSPPQPGEISLAHHGVLFLDEM 318
NTDB id 1271 LPP RS03220 WP 011213198.1 MMAKRFSTLLPELSETQALECAAINSIRGKLPDF.REWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHHGVLFLDEL 304
NTDB id 1248 GCO85 RS03150 WP 011213198.1 MMAKRFSTLLPELSETQALECAAINSIRGKLPDF.REWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHHGVLFLDEL 304
NTDB id 1153 A1552VC RS00115 WP 000521788.1 MLASRLCDLLPEMSDEEAMETASIASLTQQEINQ.HNWKLRPFRAPHHSSSMAALVGGGTIPRPGEISLAHNGLLFLDEM 304
NTDB id 1397 DSB67 RS15690 WP 005535577.1 MLASRLCDLLPEMSDEEAMETASVASLTQSEINE.HNWKTRPFRAPHHSSSMAALVGGGSVPRPGEISLAHNGLLFLDEM 304
NTDB id 1349 HI 1117 AAC22771.1 MLASRLTGLLPEMTDLEAIETASVTSLVQNELNF.HNWKQRPFRAPHHSASMPALVGGGTIPKPGEISLATNGVLFLDEL 308
NTDB id 1387 A4U84 RS06900 WP 020457569.1 MLASRLADLLPEMEDDEAIETASVTSLVQNELNF.QNWKKRPFRSPHHSASMVALVGGGSIPKPGEISLAHNGVLFLDEL 307
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NTDB id 1323 RA0C RS07335 WP 004916218.1 PEFKRTVLEVMRQPLEDREVTISRAKFTVNYPASFMLVASMNPSPSGFFPDDPNNT.SSSFEMQRYLNKLSGPLLDRIDI 387
NTDB id 232240 CCX87 RS00675 WP 087742992.1 PEFPRAALEALREPLETGRVTIARAARRAEFPASFQLVAAMNPCPCGFLGAAQRACRCTPDQVARYQGKLSGPLLDRIDL 398
NTDB id 1271 LPP RS03220 WP 011213198.1 PEFNRQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLSAPLLDRIDM 384
NTDB id 1248 GCO85 RS03150 WP 011213198.1 PEFNRQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLSAPLLDRIDM 384
NTDB id 1153 A1552VC RS00115 WP 000521788.1 PEFERKVLDSLREPLESGEIVISRAQGKTRFPARFQLVGALNPSPTGYYEGSQAR..ANPQSILRYLSRLSGPLLDRFDM 382
NTDB id 1397 DSB67 RS15690 WP 005535577.1 PEFDRKVLDSLREPLESGEIIISRAQGKTRFPARFQIVGALNPSPTGYYEGNQAR..TNPQAILRYLGRLSGPLLDRFDM 382
NTDB id 1349 HI 1117 AAC22771.1 PEFERKVLDALRQPLESGEIIISRANAKIQFPARFQLVAAMNPSPTGHYTGTHNR..TSPQQIMRYLNRLSGPFLDRFDL 386
NTDB id 1387 A4U84 RS06900 WP 020457569.1 PEFERKVLDALRQPLESGEIIISRANAKVQFPACFQLIAAMNPSPTGHYQGTHNR..TSPQQLMRYLNRLSGPFLDRFDL 385
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NTDB id 232240 CCX87 RS00675 WP 087742992.1 HVEVPALPANDLLNA..PPGETSAAVRERVARARLAAITRQGK....TNQALQGQEIDTHTALEPSAAQFLQTAAARLGW 472
NTDB id 1271 LPP RS03220 WP 011213198.1 QVTIHALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQDS....LNANLNSKTCEMVCELGSEEQLFLREVMSKLKL 460
NTDB id 1248 GCO85 RS03150 WP 011213198.1 QVTIHALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQDS....LNANLNSKTCEMVCELGSEEQLFLREVMSKLKL 460
NTDB id 1153 A1552VC RS00115 WP 000521788.1 SIEIPALPKGTLANG.GDRGESTAAVRQRVWVARERMLARSGK....VNALLQSREIEQYCPLLKADAEFLESALHRLGL 457
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