
logo MF
WELMVKAGGWI

MMLP I I LCSS IALALTAGI IAVERLWTLRPSSR I
V
M
TPPHNLLAGQVWKRWIKQDKQLNSANEQKRLKRELRADGSPLGDE I LAAGLATN

NTDB id 232195 CCZ28 RS10115 WP 140217721.1 MFEMVKAGGWMMLPIILSSILATAIIAERLWTLRSSRIMPPNLLAQVWRWIQDKQLNAERLRELRAGSPLGDILAAGLTN 80
NTDB id 1200 PSJM300 12655 AFN78593.1 MWELVKAGGWIMLPIILCSIAALGIIVERLWTLRPSRVTPPHLLGQVWKWIKDKQLSNQKLKELRADSPLGEILAAGLAN 80
consensus !*!*!!!!!!*!!!!!!*!! ! *!! !!!!!!!*!!* !!*!!*!!!*!! !!!! *!*!!!! !!!!*!!!!!! !

logo SKRHRGRDE IMKEAC I EEAAGAGRVVHDLERYLNATLGSTIAAGI
LAPLLMGLLGTVFLGMIDE I FSAFMGNDSGMANAP I

LLAGGI SKAL IVTTAA
NTDB id 232195 CCZ28 RS10115 WP 140217721.1 SRHGRDIMKEAIEEAGGRVVHDLERYLNTLGSIAALAPLMGLLGTVFGMIDIFSAFMNDGMANAPILAGGISKALVTTAA 160
NTDB id 1200 PSJM300 12655 AFN78593.1 SKRGREIMKECIEEAAARVVHDLERYLNALGTIAGIAPLLGLLGTVLGMIEIFSAFMGSGMANAPLLAGGISKALITTAA 160
consensus !**!!*!!!!*!!!!**!!!!!!!!!!! !!*!!**!!!*!!!!!! !!!*!!!!!! !!!!!!*!!!!!!!!!*!!!!

logo GLLMVAGIPALVFFHRFYLLRRVDELVVGMEQEAI
VKLVDE I

V
I
V
H
QGDRDEVDEFLGREGAKAA

NTDB id 232195 CCZ28 RS10115 WP 140217721.1 GLLVAIPAVFFHRYLLRRVDELVVGMEQEAVKLVDIIHGDREVEFREGAAA 211
NTDB id 1200 PSJM300 12655 AFN78593.1 GLMVGIPALFFHRFLLRRVDELVVGMEQEAIKLVEVVQGDRDVDLGEGKA. 210
consensus !!*!*!!!*!!!!*!!!!!!!!!!!!!!!!*!!!****!!!*!* !! !*

X non conserved

X similar

X ≥ 50% conserved


