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AFDGKKVLAA E PESQARAAM ELT|MFQIMGTPTVIVGGKYI(VEFINDW SGMNT IDMLIDKVREE QKINAQEEEEER)
AFDGKKVLAAFEAPESQARAAQMEELTNKFQISGTPTVIVGGKYQVEFKDWQSGMTTIDQLVDKVREEQKKP QRS
AFDGKKVLAAFEAPESQARAAQMEELTNKFQISGTPTVIVGGKYQVEFKDWQSGMTTIDQLVDKVREEQKKPQ 231
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