
logo MIRYPNGKTFQPKNHKSTVSSQNSQKRASHPSYSNRGMTLEDDLNETNKQYYLATNQIAVIHKKPTPVQIVNVHYPKRSAAVIKEAY
NTDB id 231395 S101267 RS11510 WP 014470057.1 MIRYPNGKTFQPNKTVSSQNSQKRSHSYSNRGMTLEDDLNETNQYYLANQIAVIHKKPTPVQIVNVHYPKRSAAVIKEAY 80
NTDB id 117 BSU 22310 NP 390112.1 MIRYPNGKTFQPKHSVSSQNSQKRAPSYSNRGMTLEDDLNETNKYYLTNQIAVIHKKPTPVQIVNVHYPKRSAAVIKEAY 80
consensus !!!!!!!!!!!! **!!!!!!!!! !!!!!!!!!!!!!!!!! !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo FKQSSTTDYNGIYKGRYIDFEAKETKNKTASFPLQNFHDHQI EHMKQVKVARQDGICFVI I SAFDEKQVYFLEADKLFVYFWDERKE
NTDB id 231395 S101267 RS11510 WP 014470057.1 FKQSSTTDYNGIYKGRYIDFEAKETKNKTAFPLQNFHDHQIEHMKQVVRQDGICFVIISAFEKVYFLEADKLFVFWERKE 160
NTDB id 117 BSU 22310 NP 390112.1 FKQSSTTDYNGIYKGRYIDFEAKETKNKTSFPLQNFHDHQIEHMKQVKAQDGICFVIISAFDQVYFLEADKLFYFWDRKE 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!! !!!!!!!!!!!!* !!!!!!!!!! !!*!!!

logo

K
NNGRKS IRKDELEDEATASFYP I SLGYASPR IDYI S I I EQLYFSPQESQSGAKG

NTDB id 231395 S101267 RS11510 WP 014470057.1 NNGRKSIRKDELEDASFPISLGYSPRIDYISIIEQLYFSQEQ.... 202
NTDB id 117 BSU 22310 NP 390112.1 KNGRKSIRKDELEETAYPISLGYAPRIDYISIIEQLYFSPSSGAKG 206
consensus !!!!!!!!!!!!* *!!!!!! !!!!!!!!!!!!!!!* ****
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