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SROCATPYRELLIRH VAR LLFATLK Kvﬁuv% LS solmeraate, e EAAVN

MSRGGATPYRFLLIRHIVARCGLLFAT MKKMFVLFC .......................... CAFSHAA
MSRGGATPYRFLLIRHIVARCGLLFAT KGKTMKKMFVLFC .......................... CAFSHAA
MSRGGATPYRFLLIRHIVARCGLLFATEAGIMTIUMKIVIGVISECEMIRES] . . . . . . ... ... ... ... ........ CAFSHAA
MSRGGATPYRFLLIRHIVARCGLLFATRUGINTIUMKIVISVISECEMMES] . . . . .. ... ... ... ........... CAFSHAA
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ALPGIGPAKAKAIAEYRAQNGAFK VIR T I QACERREPIAVIBAISLEOASMGAPAPKGPAKPVLPAVKK
AJRP(eRREP AJGNKERRA IDVEHA QIINE AJNESAANIE T IQTa(eaRe PRI VIBAIML IS A SMGAPAPKGPAKPVLPAVKK
AJRP(€REP ANGNKERRA DV A QIINE Al CSAANIIN T iQTadeane PR VIBAIML I () ASMGAPAPKGPAKPVLPAVKK
AJRP(eREP AJGNKERRAIDVEHA QIINE AJNGSA AN T QA (eaRe PRI VIBAIML I ) ASMGAPAPKGPAKPVLPAVKK
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Iskosksk | skkkx | * 1 Pksk | kx | %k k %

X non conserved
B similar
Bl >50% conserved




