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NTDB id 1127 NGFG RS10560 WP 003703428.1 MSRGGATPYRFLLIRHIVARCGLLFATLKGKTMKKMFVLFCMLFS..........................CAFSLAAVN 54
NTDB id 1126 NGFG RS09375 WP 003703428.1 MSRGGATPYRFLLIRHIVARCGLLFATLKGKTMKKMFVLFCMLFS..........................CAFSLAAVN 54
NTDB id 1125 NGFG RS07215 WP 003703428.1 MSRGGATPYRFLLIRHIVARCGLLFATLKGKTMKKMFVLFCMLFS..........................CAFSLAAVN 54
NTDB id 1108 NGFG RS06525 WP 003703428.1 MSRGGATPYRFLLIRHIVARCGLLFATLKGKTMKKMFVLFCMLFS..........................CAFSLAAVN 54
NTDB id 1382 A4U84 RS07375 WP 062924234.1 ............................MKKLSRYTFSLLFGLFSATTFAEEKVTTSTEHTPVVMQQVAATQKVNANVVN 52
NTDB id 23129 BJE04 RS05610 WP 011149846.1 ............................MKQVFTLLAMLMAFSFPSVSFADSATKAAD............KYEGIEISVN 40
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 .........................MQIKTKIVTLFLSLCLPTLPLLANAEETAPAAQ............VEEGIVITVN 43
NTDB id 1150 A1552VC RS08580 WP 001166105.1 .........................MQIKTKIVTLFLSLCLPTLPLLANAEETAPAAQ............VEEGIVITVN 43
NTDB id 1294 VP RS04495 WP 021449594.1 ................................MKWILTLCLVVFAPLSLAA..DTKAD............KYEGIEITVN 34
NTDB id 1395 DSB67 RS04445 WP 010649155.1 ................................MKWMLTLCLLILAPMSWAE.TKTKAD............KYEGIEITVN 35
consensus ** * ** ** ! **** * ** * ******!!

logo

V
INSATATSQASEQE I

L
Q
A
D
M
E
T
K
M
L
AL IVKPGVIGAIELPAKKAKQDQSAIAVDEFYRNTAEKEAQHNGKAPFLTKNHTSAIVEADQDLAITEQNKVSKGIGKEPSAVTI

V
L
K
E
R
A
N
KLNQRAEKSADCQRAIKVLS IVLEGAPAPKGPAKPVLPAVKK

NTDB id 1127 NGFG RS10560 WP 003703428.1 INAASQQEL.EALPGIGPAKAKAIAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKK 131
NTDB id 1126 NGFG RS09375 WP 003703428.1 INAASQQEL.EALPGIGPAKAKAIAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKK 131
NTDB id 1125 NGFG RS07215 WP 003703428.1 INAASQQEL.EALPGIGPAKAKAIAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKK 131
NTDB id 1108 NGFG RS06525 WP 003703428.1 INAASQQEL.EALPGIGPAKAKAIAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKK 131
NTDB id 1382 A4U84 RS07375 WP 062924234.1 INTATASEIQDKLVGIGAKKAQAIVEYREKNGKFLNVEQLTEVSGIGKATLEKNRDCIVIE................. 113
NTDB id 23129 BJE04 RS05610 WP 011149846.1 INTATAEEIAMMLKGVGIKKAQQIVDFREANGPFKTVDDLAQVKGIGKSTIEKNQSRIKL.................. 100
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 INTASAEELATLLKGIGLKKAQAIVDYREANGPFTHIDDLTNVKGIGEATVRNNAARILL.................. 103
NTDB id 1150 A1552VC RS08580 WP 001166105.1 INTASAEELATLLKGIGLKKAQAIVDYREANGPFTHIDDLTNVKGIGEATVRNNAARILL.................. 103
NTDB id 1294 VP RS04495 WP 021449594.1 INTASAEEIATMLKGIGEKKAQSIVDYRTEHGPFKTAADLTNVKGIGEATIKKNEDRILL.................. 94
NTDB id 1395 DSB67 RS04445 WP 010649155.1 VNSATAQEIATLLIGIGEKKAQDIVEYRNEHGPFKTAADLTKVKGIGEATVRKNEDRILL.................. 95
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