
logo MFNEREALRLRLEQLNEAEVKVIREYQI ERDKIYAKLRELDRNGSPSAASE I
TKKDFRPSEKRKPSDESLPVLAELAAQE IRSYQPQ

NTDB id 231285 S101359 RS07615 WP 003327252.1 MFNEREALRLRLEQLNEAEVKVIREYQIERDKIYAKLRELDRNGSSAAETKKDFRPERKSESLPVLAELAAQEIRSYQPQ 80
NTDB id 79 BSU 14240 NP 389307.1 MFNEREALRLRLEQLNEAEVKVIREYQIERDKIYAKLRELDRNGSP.SEIKKDFRSEKKPDSLPVLAELAAQEIRSYQPQ 79
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!** ! !!!!!*!*!**!!!!!!!!!!!!!!!!!!!

logo

Q
S
QQQA

S
S
VQPQLPQS I SS ILPAGIPDGTTRRRRGTARPGSKAAKLREAAIKTLKRHNAAIKSSELQKE I EKESGLE IPNMTTFM

NTDB id 231285 S101359 RS07615 WP 003327252.1 Q...ASQPQPQSISSIPAGIPDGTTRRRRGTARPGSKAAKLREAAIKTLKRHNAAIKSSELQKEIEKESGLEIPNMTTFM 157
NTDB id 79 BSU 14240 NP 389307.1 SQQQSVQPQLQSISSLPAGIPDGTTRRRRGTARPGSKAAKLREAAIKTLKRHNAAIKSSELQKEIEKESGLEIPNMTTFM 159
consensus *** !!!*!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QSL IKMYPEVKKPYRGQYI LEGE IAESADESASAENEVTE
NTDB id 231285 S101359 RS07615 WP 003327252.1 QSLIKMYPEVKKPYRGQYILEGEIASDSAENVTE 191
NTDB id 79 BSU 14240 NP 389307.1 QSLIKMYPEVKKPYRGQYILEGEIESAESANE.. 191
consensus !!!!!!!!!!!!!!!!!!!!!!!! ! ! **

X non conserved

X similar

X ≥ 50% conserved


