
logo MTKVNIV I IDDHQLFREGVKR I LDFEPTFEVVAEGDDGDEAAR IVEHYHPDVVIMDINMPNVNGVEATKQLVELYPESKV
NTDB id 231243 S100757 RS18125 WP 014481054.1 MTKVNIVIIDDHQLFREGVKRILDFEPTFEVVAEGDDGDEAARIVEHYHPDVVIMDINMPNVNGVEATKQLVELYPESKV 80
NTDB id 83 BSU 35490 NP 391429.1 MTKVNIVIIDDHQLFREGVKRILDFEPTFEVVAEGDDGDEAARIVEHYHPDVVIMDINMPNVNGVEATKQLVELYPESKV 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo I I LS IHDDENYVTHALKTGARGYLLKEMDADTL I EAVKVVAEGGSYLHPKVTHNLVNEFRRLATSGVSAHPQHEVYPE IR
NTDB id 231243 S100757 RS18125 WP 014481054.1 IILSIHDDENYVTHALKTGARGYLLKEMDADTLIEAVKVVAEGGSYLHPKVTHNLVNEFRRLATSGVSAHPQHEVYPEIR 160
NTDB id 83 BSU 35490 NP 391429.1 IILSIHDDENYVTHALKTGARGYLLKEMDADTLIEAVKVVAEGGSYLHPKVTHNLVNEFRRLATSGVSAHPQHEVYPEIR 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo RPLHI LTRRECEVLQMLADGKSNRGIGESLF I SEKTVKNHVSNI LQKI
MNVNDRTQAVVVAIKNGWVEMR

NTDB id 231243 S100757 RS18125 WP 014481054.1 RPLHILTRRECEVLQMLADGKSNRGIGESLFISEKTVKNHVSNILQKINVNDRTQAVVVAIKNGWVEMR 229
NTDB id 83 BSU 35490 NP 391429.1 RPLHILTRRECEVLQMLADGKSNRGIGESLFISEKTVKNHVSNILQKMNVNDRTQAVVVAIKNGWVEMR 229
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!
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