
logo

MFSAVTEDGQMFHLLGAQQNQKLKRRRFFCPVCGGELAVKLGLQKAPHFAHKQNKSCAS IDI EPESAYHLEGKRQLYVWLK
NTDB id 231199 S100757 RS06495 WP 087614504.1 MFSAVTEDGQMFHLLGAQQNQKLKRRRFFCPVCGGELAVKLGLQKAPHFAHKQNKSCSIDIEPESAYHLEGKRQLYVWLK 80
NTDB id 123 BSU 11530 NP 389035.1 ..........MFHLLGAQQNQKLKRRRFFCPVCGGELAVKLGLQKAPHFAHKQNKSCAIDIEPESAYHLEGKRQLYVWLK 70
consensus **********!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!

logo TQRASP I LEPYIKRTINQRPDVMARIKEHMLAVEYQCATIAPDVFQKRTEGFKQEGI IPQWIMGYSRLKRTASSFYQLSATF
NTDB id 231199 S100757 RS06495 WP 087614504.1 TQRASPILEPYIKTINQRPDVMARIKEHMLAVEYQCATIAPDVFQKRTEGFKQEGIIPQWIMGYSRLKRTASSFYQLSAF 160
NTDB id 123 BSU 11530 NP 389035.1 TQRASPILEPYIRTINQRPDVMARIKEHMLAVEYQCATIAPDVFQKRTEGFKQEGIIPQWIMGYSRLKRTASSFYQLSTF 150
consensus !!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !

logo HWQF INASPYREL ICYCPERRSFLRLSHI IPFYTNHSYSSVQTIP IHRAGADGDLFFTEPKPS IQYSGWTKAIHRFRHKPH
NTDB id 231199 S100757 RS06495 WP 087614504.1 HWQFINASPYRELICYCPERRSFLRLSHIIPFYTNHSYSSVQTIPIHRAGADDLFFTEPKPSIQYSGWTKAIHRFRHKPH 240
NTDB id 123 BSU 11530 NP 389035.1 HWQFINASPYRELICYCPERRSFLRLSHIIPFYTNHSYSSVQTIPIHRAGAGDLFFTEPKPSIQYSGWTKAIHRFRHKPH 230
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo RFNSKETNRLRLQLMFYEKRQTPSFSFLPTEVFVPVRKGAVFKSPVFVWQGFLYLFMTDLGDGKRAP IRFSAVLQQCKLHIHKNK
NTDB id 231199 S100757 RS06495 WP 087614504.1 RFNSKETNRLRQMFYEKRQTSFSFLPTEVFVPVRKGAVFKSPVFVWQGFLYLFMTDLGDKRAPIRFSAVLQQCKLHIHKK 320
NTDB id 123 BSU 11530 NP 389035.1 RFNSKETNRLRLLFYEKRQTPFSFLPTEVFVPVRKGAVFKSPVFVWQGFLYLFMTDLGGKRAPIRFSAVLQQCKLHIHNK 310
consensus !!!!!!!!!!! *!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!! !

logo NIALRFSECSEECLSEAVKQYIDFLCKKGFLRETQKEVYVLNQRPAGGIHSMQDL I ERDRSCF I E
NTDB id 231199 S100757 RS06495 WP 087614504.1 NIALRFECSEECLSEAVKQYIDFLCKKGFLRETQKEVYVLNRPAGGIHSMQDLIERDRSCFIE 383
NTDB id 123 BSU 11530 NP 389035.1 NIALRSECSEECLSEAVKQYIDFLCKKGFLRETQKEVYVLNQPAGGIHSMQDLIERDRSCFIE 373
consensus !!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!
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