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NTDB id 231076 BAGQ RS14815 WP 032876801.1 MKLSKNTYSILLILLSLSYIFYLTYINVNNLFVGATANVNNKNQIEITKVSDYTMAYYAGVKKGDIVIKINQNKSVEPKDLKQNT 85
NTDB id 91 BSU 31690 NP 391047.2 MKNLIKKFTIAVIVLSILYISYTTYISMNGIIIGTKIHKNDKSQFMIEEISESSYGQFVGLRQGDIILKINKEKPSD.KHLKWGY 84
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NTDB id 231076 BAGQ RS14815 WP 032876801.1 LKNVRSMTVERSGEIVDLKNLSLLS...EDNLFVYLIPVIFFFVCLSCIILILKINKEQDSVSAFILIIFLLTTGIAYVSAGGSS 167
NTDB id 91 BSU 31690 NP 391047.2 LSHINSLDILRSGKKIHLKDFDLVTLNRPYSFFLFVLPLFFYFLSIICIFYILKVNKKRRSFAAYILILLLLDISIAYISAGGPF 169
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NTDB id 231076 BAGQ RS14815 WP 032876801.1 KGDIISRYVNVITLISVPVNYLLFIYQYIKEFGYKIFNGKVFVALYTVPVINIILEFFRHCFERG..VVGKVNLVSISLLYLIAL 250
NTDB id 91 BSU 31690 NP 391047.2 RGHIINRYINLFTFISSPILYLQFIQRYLGEIGKTFLNRISF..LYIIPIFNLGIEFFQDYLQVDIDFLATLNLVSFATLTLFSF 252
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NTDB id 231076 BAGQ RS14815 WP 032876801.1 FFITVGLIKYKKTEQANILKTFLLINIFAFSPFVFLYVAPYIIFNDYYVSSFLVAPFLLLIPFSLVYQFMTNKIYEIDFIIGRLK 335
NTDB id 91 BSU 31690 NP 391047.2 SAIYLHLNKYKYAEHSFILKLLILTNTLSFAPFLIFFVLPIIFTGNYIFPALASASLLVLIPFGLVYQFVANKMFDIEFILGRMR 337
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NTDB id 231076 BAGQ RS14815 WP 032876801.1 YYSLLAVTPTLLIITIYDLVQDPNSEFYTFKLTLLTYIIMLAVFYSKEILDFRFRLKRFSEKHNYQDSIFKFTQIIKGASSLKQV 420
NTDB id 91 BSU 31690 NP 391047.2 YYALLAMIPTLLIVGALVLFDVMDIQMNPVRQTVFFFVVMFAVFYFKEVMDFKFRLKRFSEKFNYQDSIFKYTQLMRGVTSLQQV 422
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NTDB id 231076 BAGQ RS14815 WP 032876801.1 FTELESTLLEVLMVSKVCVLEVEGDLNVRYFFNDNEKKLWEPYSHQLAETTSEIGKIVQVDKGFLMKIGERGTKSYIVLCLSFMN 505
NTDB id 91 BSU 31690 NP 391047.2 FKELKNTILDVLLVSKAYTFEVTPDHKVIFLDKHEVGPDWNFYQEEFENVTSEIGKIIEVNQGFLMKVGERGGSSYVLLCLSNIN 507
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NTDB id 231076 BAGQ RS14815 WP 032876801.1 TPKLTWDEISWLKTLSFYTSITMENVLKIEELMNHLEDLKKQETNPVWLKKLMFTIEEKQRSDLARDLHDSVLQDLISLKRQCEL 590
NTDB id 91 BSU 31690 NP 391047.2 TPRLTRDEISWLKTLSFYTSVSMENVLHIEELMEHLKDLKQEGTNPIWLKKLMFAIEEKQRSGLARDLHDSVLQDLISLKRQCEL 592
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logo FLAGDFKKDDEENPCQRELEVQDKLHVQMNEQMSDVI LSMTRETCHELRPQLLYDLGLVKALVSKLAVAQQQERAVPFHIRLNTGRFTAASLDLDST
NTDB id 231076 BAGQ RS14815 WP 032876801.1 FLADFKK.EEPCQLEVQDKLHQMNEQMSDVILMTRETCHELRPQLLYDLGLVKAVSKLAAQQQERAPFHIRLNTGRFTAALDLDT 674
NTDB id 91 BSU 31690 NP 391047.2 FLGDFKKDDNPCREEVQDKLVQMNEQMSDVISMTRETCHELRPQLLYDLGLVKALSKLVAQQQERVPFHIRLNTGRFTASLDLDS 677
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NTDB id 231076 BAGQ RS14815 WP 032876801.1 QLNLYRIIQEFLSNAMKHSQANEVLIMLISIQNKVILHYEDDGVGCNQEEGGGQSMSMGLSGIKERVRALDGRMKIDTSEGNGFK 759
NTDB id 91 BSU 31690 NP 391047.2 QLNLYRIIQEFLSNAVKHSQATDVLIMLISIQNKIVLHYEDDGVGFDQEKNTEHSMSMGLSGIKERVRALDGRLRIETSEGKGFK 762
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NTDB id 231076 BAGQ RS14815 WP 032876801.1 ADIEMEL 766
NTDB id 91 BSU 31690 NP 391047.2 ADIEIEL 769
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