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NTDB id 1177 A1552VC RS01165 WP 000422572.1 NEIYIRDGMET HKISIIRY VIGIA\PIRRYR VDG AQGEAL.SVATA 75
NTDB id 1203 PSJM300 01605 AFN76401.1 . ... USSFEKIBERLMWEK GESINREF AG PPHN A G LP KTPMSPEMTRET 76
NTDB id 1019 ACIAD RS04205 WP 004922051.1 SKTK GDMMAQ|E 76
NTDB id 1448 BW25113 RS15320 WP 001326494.1 .. 73
NTDB id 1307 DR RS10055 WP 010888596.1 MTSGI l Y MN G 80
NTDB id 1185 GTF74 RS11940 WP 000350195.1 R IMNDQRI P 76
NTDB id 1176 A1552VC RS01160 WP 000350195.1 R IMNDIAQRH] P 76
NTDB id 1086 NMV RS00245 WP 002218487.1 e IT LLAF[@INK MASDLHLS G NJPMIRVIsl G R IN] MNDEIQR P 76
NTDB id 1116 NGFG RS10615 WP 003690200.1 e IT LLAF[@INK MASDLHLS G BJPMIRVIsl R I] MNDjEIQR I P 76
NTDB id 1283 ACE17W RS02630 WP 010947729.1 RV DIMELLAFSVK Id SDLH SAG PPMIRVDG R Y IMND QR A 76
NTDB id 1259 GC085 RS10305 WP 010947729.1 ... INELLAFSVK )4 SDLH SAG PPMIRVDG R Y IMND QR A 76
NTDB id 23102 AZO RS17420 WP 011767190.1 e IMASDLHLSAG PPMIRVG R Y IMNDQR ANDY 76
NTDB id 1194 PAQO395 NP 249086.1 e [MASDLHLSAG PPMIRVDG R Y IMND P 76
NTDB id 1202 PSJM300 01600 AFN76400.1 e [MASDLHLS G PPMIRVDG R Y IMND P 76
NTDB id 1020 ACIAD RS04210 WP 011182164.1 e IMASDLHLSAG PPMIRVDG R Y IMND P 76
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 e [MASDLHLSAG PPMIRVDG R Y IMND P 76
NTDB id 1060 ABD1 RS04380 WP 000355489.1 e [MASDLHLSAG PPMIRVDG R Y IMND P 76
NTDB id 1040 HON27 RS13360 WP 000355489.1 e [MASDLHLSAG PPMIRVDG R Y IMND P 76
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 .. IRIATIN 1 IYTIHE LIMLPIX 1Ha)Y ANWNSRGLVLVWGIATGSGKSTT AAMINEY RQH.TG 153
NTDB id 1203 PSJM300 01605 AFN76401.1 G. 155
NTDB id 1019 ACIAD RS04205 WP 004922051.1 EKNES2AUSENZENAR D MP(¢ MY I IRINERK WP 156
NTDB id 1448 BW25113 RS15320 WP 001326494.1 E.NQGSARISLALL IFSHCPQ 152
NTDB id 1307 DR RS10055 WP 010888596.1 BRYARFRVNAFNIQRACWYG - VUIRIAI P NV T l GLP[Aym'Aay TANAPRGLVLVTGPTGSGKSTTLA M l 159
NTDB id 1185 GTF74 RS11940 WP 000350195.1 NB RFRVNAFEIQIRGSJAVERTIP Y I4T DAESKNYE GLVLVTGPTGSGKSTTLAAM 155
NTDB id 1176 A1552VC RS01160 WP 000350195.1 N. RFRVNAFERIQERG@SJAVERTIP N I¥T E[MLDEPIAIFRISTAINNGY GLVLVTGPTGSGKSTTLAAM 155
NTDB id 1086 NMV RS00245 WP 002218487.1 N ARFRVNAFNERGRGIY AVFRTIPSHVL E LIW\PSIF[AMI AIRIPRG VLVTGPTGSGKSTTLAAM 155
NTDB id 1116 NGFG RS10615 WP 003690200.1 N ARFRVNAFNUNGRGIY AVFRTIPSEHVL E LIW\PSIF[MYT AIRIPRG VLVTGPTGSGKSTTLAAM 155
NTDB id 1283 ACE17W RS02630 WP 010947729.1 N ARFRVNAFNQSRGA AVFRTIPSIX L E LGLPI4IF AMIRGLVLVTGPTGSGKSTTLAAN 155
NTDB id 1259 GC085 RS10305 WP 010947729.1 N ARFRVNAFNQSRGA AVFRTIPSI® L E LGLPWIF ARMSIRGLVLVTGPTGSGKSTTLAAN 155
NTDB id 23102 AZO RS17420 WP 011767190.1 NN ARFRVNAFNQWIRGAGAVFRTIPSIQVLT E LPIF TANWPRG VLVTGPTGSGKSTTLAAM 155
NTDB id 1194 PAQ395 NP 249086.1 ¢ ARFRVNAFNQWRGAGAVFRTIPSIWVLT E LG [gX F | INIPRGLVLVTGPTGSGKSTTLAAM 155
NTDB id 1202 PSJM300 01600 AFN76400.1 ¢ ARFRVNAFNQWRGAGAVFRTIPSIHVLT E LG [ F |JQIAYPRGLVLVTGPTGSGKSTTLAAM 155
NTDB id 1020 ACIAD RS04210 WP 011182164.1 NR ARFRVNFNQRGAGAVFRTIPSVLT E LGLYIF TNPRGLVLVTGPTGSGKSTTLAAM 155
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 N ARFRVNAFNQWRGAGAVFRTIPSIAVLT E LGL[HYNIF T[N{PRG VLVTGPTGSGKSTTLAAM 155
NTDB id 1060 ABD1 RS04380 WP 000355489.1 NN ARFRVNAFNQWIRGAGAVFRTIPSIQVLT E LGL{HNIF TMNPRG VLVTGPTGSGKSTTLAAM 155
NTDB id 1040 HON27 RS13360 WP 000355489.1 N ARFRVNAFNQWNRGAGAVFRTIPSIAVLT E LGL[HNIF T[N{PRG VLVTGPTGSGKSTTLAAM 155
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