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NTDB id 1191 AAC28468.1 484..945( ) ...ASGQISTWTCAPGAANGI...............ETRRLPTSCQ* 153
NTDB id 230878 CCO03 RS18975 WP 087283639.1 ..AGVTGAIDWSCASTANTTATTRGL..VVAANGDMPAKYAPSECR. 175
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