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NTDB id 230867 CCO03 RS11740 WP 087281246.1 MSTQSSGLKVLVIDDSNTIRRSAEIFLKQGGHEVVLAEDGFDALSKISDYQPDLIFCDILMPRLDGYQTCAIIKRNDKFS 80
NTDB id 1047 H0N27 RS03110 WP 000389061.1 MEDAFQNLKVMVIDDSKTIRRTAETLLQREGCEVITAVDGFEALSKIAEANPDIVFVDIMMPRLDGYQTCALIKNSQNYQ 80
consensus ! !!!*!!!!! !!!!*!! ! ! !!* ! !!!*!!!!! * *!!**!*!!*!!!!!!!!!!!*!! *
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NTDB id 230867 CCO03 RS11740 WP 087281246.1 ATPVVMLSSKDGVFDKARGRMVGSQEYLTKPFTKDQLLQTVTRFSSGSISAVG 133
NTDB id 1047 H0N27 RS03110 WP 000389061.1 NIPVIMLSSKDGLFDQAKGRVVGSDEYLTKPFSKDELLNAIRNHVSS...... 127
consensus !!*!!!!!!!*!! !*!!*!!! !!!!!!!*!! !!* * * ! ******
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