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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 230751 BEI RS16855 WP 097790596.1 .MARGVNKVILIGNLGQDPDVRFTPSGTAVANLNLATTDTWTDRQSGQRQERTEWHRVVMFNKLAEISQQYLRKGSRVYV 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVANEMKMLGGRNE...NSGGAPYEEG.YGQS..............QEAYQ.RPAQQSR 137
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVANEMKMLGGRNE...NSGGAPYDEG.YGQS..............QEAYQ.RPAQQSR 137
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGDVLQMLDSRSSGGDFGGNQGS...GWNQAPAQT.......NYNQGGYSDNYA.QNN 147
NTDB id 230751 BEI RS16855 WP 097790596.1 EGRLQTRKWQDQNGQDRYTTEIVANDMQMLDSRSG.GEMGGGMPPQGGNFGGQPQQGGNYGGQPPQQGGGFGGQPQQGGG 158
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGGMNV.............PAQQGSWG.QPQQPA. 145
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FDDEDIPF
NTDB id 1103 NMB RS07590 WP 002212976.1 QPASDAPS..HPQEAPA......APRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 QPAPDAPS..HPQEAPA......APRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NFNGGNATRPQPAQKP............AAQAEPPMDNFDDDIPF 180
NTDB id 230751 BEI RS16855 WP 097790596.1 NYGRGQQQRPAPQPAPNQGGGQQQGGNFGAPDPGSFDDFDDEIPF 203
NTDB id 1166 A1552VC RS00795 WP 000168289.1 .....KQHQPMQQSAPQQYS....QPQYN....EPPMDFDDDIPF 177
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