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NTDB id 23075 CV RS20840 WP 011137749.1 APASAEAA........VAAI..PDEPVPLKKMSWTERLKAGLAKTRDKLGKQLAGLFGGGKIDEDLYEELETVLLTADMGMDATE 128
NTDB id 1118 NGFG RS11455 WP 003696286.1 RVESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELETVLITGDMGMEATE 169
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NTDB id 23075 CV RS20840 WP 011137749.1 TFRAAAREQLIAWGERNNVTVIAQQGGDSAAVCYDAIQAAIARGIDIVLADTAGRLPTQLHLMEEIKKVKRVIQKALPDAPHEVV 297
NTDB id 1118 NGFG RS11455 WP 003696286.1 TFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEEIKKVKRVLQKAIPGAPHEII 339
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NTDB id 23075 CV RS20840 WP 011137749.1 LVLDANIGQNTVNQVKAFDDALGLTGLILTKLDGTAKGGVIAAIAKQRPIPLRFVGVGESIDDLRPFDSRDYIDALFE 375
NTDB id 1118 NGFG RS11455 WP 003696286.1 VVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEGIDDLRPFDARAFVDALLD 417
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