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NTDB id 1168 A1552VC RS11070 WP 000957200.1 .............................MLTNLVAILRQAELISATQEQAVVTQVSASGTSVPEALLELSIFHAQELTE 51
NTDB id 1401 DSB67 RS12665 WP 010643259.1 .............................MLTNLSTVLRQAGILTFSQEESLLEQVKASGISMPEALLSSGFFQSHELTE 51
NTDB id 1293 VP RS12240 WP 005479695.1 .............................MHSNLSTILRQKGLLTFSQEESLIEQVKASGISMPEALLSSGFFTSSELAE 51
NTDB id 1110 NGFG RS09235 WP 003689817.1 .............................MSVGLLRILVQNQVVTVEQAEHYY.NESQAGKEVLPMLFSDGVISPKSLAA 50
NTDB id 1251 GCO85 RS07725 WP 011946523.1 .....................MALATEEYRLQGIGQLLVLEKLLDKTKAIELHKLAAAEKISLLQYIVKNKILSAEQIAL 59
NTDB id 230740 BEI RS08240 WP 420809732.1 MNDYRPPGPEQVETPQPQDSPLSSVANRRGMRGLSKRLVADGLISEAAASRAEEVAREAEVSLLEHIIDAGMVPARQATL 80
NTDB id 1058 ABD1 RS01615 WP 001274986.1 .....................MSALHTSPKFTGFFRRLVEEKHVSAATMQTALDAAKRAKQDTVAYLIEEVHLSPSLLAE 59
NTDB id 1018 ACIAD RS01685 WP 004920473.1 .....................MSAFTTPPKFSGFIRRLVEEGYVNAQNMQQALEKAKKFKQDIVPYLIDNFSISPLTIAE 59
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 QLSHIFGLPETDLSRYDYANLC.QQLGLRELITRYDALPIAKQGNLLLLAVSDPTLLQAEEEFRFATGLQVELALADHRA 130
NTDB id 1401 DSB67 RS12665 WP 010643259.1 HLSSVFGLSCTSLNQYEYASLC.QTLGLRDLITRHNALPLNRTSSTLILAVADPTNLQAEDDFRFATGLQVELVLADFRE 130
NTDB id 1293 VP RS12240 WP 005479695.1 HLSSIFGLSQPELSQYEYASLC.QQLGLRELITRHNALPLHRTPSTLLLAVADPTNQQAEDDFRFATGLQVELVLADFRE 130
NTDB id 1110 NGFG RS09235 WP 003689817.1 LIARVFSYSILDLRHYPRHRVL.MGVLTEEQMVEFHCVPVFRRGDKVFFAVSDPTQMPQIQKTVSAAGIAVELVIVEDDQ 129
NTDB id 1251 GCO85 RS07725 WP 011946523.1 TAAQNFGVPMLDINCIDVGTIP.VNLVNEKLIKRHAMVPLFSRGTNLYLATDDPSKQASLKEIQFHTGLNTHAIVVETDK 138
NTDB id 230740 BEI RS08240 WP 420809732.1 TAAWEYGLPIIDLDALRLASLPPAAEFPDKILRRLGILPLTRHGHRLTVAVPYPSTLAQLDELQFATGLTPEGVLAPVDQ 160
NTDB id 1058 ABD1 RS01615 WP 001274986.1 TISAEFAEPYFDLDVYDTSQIP.KDLVDQKLILKHRILPLIQRGQILYVATSNPSNIEAIDAIRFNSKLLVEPVIVEHHK 138
NTDB id 1018 ACIAD RS01685 WP 004920473.1 IISLEFGEPLLDLGVFDPALFL.KDKIDEKLIQKYRIMPLVHRGHVLYVATSNPTNIEAMDAIRFNSKLKVEPIIVEHDK 138
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 LQAAIRRLYGRSIQGAANQGKEI....SQDELANLVKVSDDELQSIEDLSQDDSPVSRFINQVLLDAVRKGASDIHFEPY 206
NTDB id 1401 DSB67 RS12665 WP 010643259.1 LTAAIRRLYGRSLGQEKSGLKEI....NQDELAGLVDIGEDEIENIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPY 206
NTDB id 1293 VP RS12240 WP 005479695.1 LSTAIRRLYGRSLSHEKSGLKEI....NQEELASLVDVGADEIDNIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPY 206
NTDB id 1110 NGFG RS09235 WP 003689817.1 LAGLLDWVGS.RSTSLLQELGEGQE............EEESHTLYIDNEEAEDGPVPRFIHKTLSDALRSGASDIHFEFY 196
NTDB id 1251 GCO85 RS07725 WP 011946523.1 LSALIDNLLTAKESQGLSEYVEDSGDLEGLEISA...DDEDQDIDTATSVTDDAPIVKFVNKILLDAIRQGASDIHFEPY 215
NTDB id 230740 BEI RS08240 WP 420809732.1 LGPVLESYLASTENSMLDELANVDDAIGELEYDEG.ATDITDEQQQVAAAGDDAPIVKFVNKILLDAIRRGASDIHFEPY 239
NTDB id 1058 ABD1 RS01615 WP 001274986.1 LEKVLGQHFAEESSFDFN......D..EEFDLDVNLDGPTAQEDEEEAPQGDEAPIVKYINKLLIDAIRMGASDLHFEPY 210
NTDB id 1018 ACIAD RS01685 WP 004920473.1 LERLLSEHFVEETHFNFD......T..EELDLDVEVDPHTTDDDDEDDKLKDEAPIVKYINKLLIDAIRMSASDLHFEPY 210
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 ENQYRIRLRCDGILVETQQPASHLSRRLAARIKILSKLDIAERRLPQDGRIKLRLSR.DTAIDMRVSTLPTLWGEKIVLR 285
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ENMYRVRLRCDGILIEIQQPPSHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAIDMRVSTLPTLFGEKIVLR 285
NTDB id 1293 VP RS12240 WP 005479695.1 EKMYRVRLRCDGILIETQQPPNHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAIDMRVSTLPTLFGEKIVLR 285
NTDB id 1110 NGFG RS09235 WP 003689817.1 EHNARIRFRVDGQLREVVQPPIAVRGQLASRIKVMSRLDISEKRIPQDGRMQLTFQKGGKPVDFRVSTLPTLFGEKVVMR 276
NTDB id 1251 GCO85 RS07725 WP 011946523.1 EREYRIRYRQDGILHEVATPPASLSSRITARIKVMSNLDISERRIPQDGGFKMKISK.SRAIDFRVSTCPTSAGEKVVMR 294
NTDB id 230740 BEI RS08240 WP 420809732.1 ETSYRVRFRIDGMLHDVAHPPFAMRTRIAARLKVMSRLDISERRLPQDGAIKLRISK.TRSIDFRVNSLPTVYGEKVVLR 318
NTDB id 1058 ABD1 RS01615 WP 001274986.1 EKSYRVRYRVDGVLRQIANPPLQLANRLASRLKVMSQMDISEKRVPQDGRIKLKLSK.SKAIDFRVNSLPTLFGEKLVLR 289
NTDB id 1018 ACIAD RS01685 WP 004920473.1 EKSYRVRYRVDGVLRLIATPPLQLATRLASRLKVMSQMDISEKRVPQDGRIKLKMSK.SKTIDFRVNSLPTLFGEKIVLR 289
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 LLDSSAANLDIDKLGYNPQQKQLYLNALKRPQGMILMTGPTGSGKTVSLYTGLRILNTSQINISTAEDPVEINLSGINQV 365
NTDB id 1401 DSB67 RS12665 WP 010643259.1 LLDSSSAALDINKLGYSDSQKQLYLDALRRPQGMILMTGPTGSGKTVSLYTGLSILNKPEINISTAEDPVEIYLPGINQV 365
NTDB id 1293 VP RS12240 WP 005479695.1 LLDSSSASLDIDKLGYSEQQKQLYLEALRRPQGMILMTGPTGSGKTVSLYTGLNILNKPEINISTAEDPVEINLSGINQV 365
NTDB id 1110 NGFG RS09235 WP 003689817.1 ILNSDAASLNIDQLGFEPFQKKLLLEAIHRPYGMVLVTGPTGSGKTVSLYTCLNILNTESVNIATAEDPAEINLPGINQV 356
NTDB id 1251 GCO85 RS07725 WP 011946523.1 VLDSGAAKLGIEALGFNPVQRTNFLKAIQRPQGMILVTGPTGSGKTVTLYTALNILNTIEVNISTAEDPVEIKVPGINQV 374
NTDB id 230740 BEI RS08240 WP 420809732.1 ILDPSSAQLGIEELGFTPEQRAMYEAVLDDPQGMILVTGPTGSGKTVTLYTGINILNEVERNICTAEDPVEIKVPGVNQV 398
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ILDPSSAMLGIDALGYEEDQKALFMEALDKPQGMLLITGPTGSGKTVSLYTGLNILNTESSNISTAEDPVEINLEGINQV 369
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ILDPASAMLGIDALGYEPEQKALFMEALNKPQGMLLITGPTGSGKTVSLYTGLNILNTEHANISTAEDPVEINLEGVNQV 369
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 QVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLETAEIAVKAAQTGHLVLSTLHTNSAAETVIRLANMGVEPFNLASSLS 445
NTDB id 1401 DSB67 RS12665 WP 010643259.1 QVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETVIRLSNMGVESFNLASSLS 445
NTDB id 1293 VP RS12240 WP 005479695.1 QVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETIIRLSNMGVESFNLASSLS 445
NTDB id 1110 NGFG RS09235 WP 003689817.1 NVNDKQGLTFAAALKSFLRQDPDIIMVGEIRDLETADIAIKAAQTGHMVFSTLHTNNAPATLSRMLNMGVAPFNIASSVS 436
NTDB id 1251 GCO85 RS07725 WP 011946523.1 NINPKAGLTFSGALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVLSTLHTNSAAETLNRLVNMGIPTFNIASSVT 454
NTDB id 230740 BEI RS08240 WP 420809732.1 NVLPKIGLDFASALRAFLRQDPDVVMVGEIRDLETAEIAVKAAQTGHLVLSTVHTNSAAETLTRLANMGVAPFNIASSVS 478
NTDB id 1058 ABD1 RS01615 WP 001274986.1 NVNPKVGLTFAAALKSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHMVMSTLHTNSAPETLTRLRNMGVPSFNIATSVN 449
NTDB id 1018 ACIAD RS01685 WP 004920473.1 NVNPKVGLTFAAALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVMSTLHTNNAAETLTRLRNMGVASFNIATSVN 449
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 LIIAQRLARRLCKHCKIAV.RPSALLQSQFAFQPNEIL....YEANAAGCNECT.GGYSGRVGIYEVMAFNTELAEAIMQ 519
NTDB id 1401 DSB67 RS12665 WP 010643259.1 LIIAQRLARKLCPYCRQPQ.EPNSQLQH.IGIANTEQI....FQANPDGCNECT.HGYSGRTGIYEVMKFDESLSEALIK 518
NTDB id 1293 VP RS12240 WP 005479695.1 LIIAQRLARKLCPYCKQPQ.EHTVQLQH.LGIQTTDNI....FRANPDGCNECT.HGYSGRTGIYEVMRFDESLSEALIK 518
NTDB id 1110 NGFG RS09235 WP 003689817.1 LIMAQRLLRRLCSSCKQEVERPSASALKEVGFTDEDLAK.DWKLYRAVGCDRCRGQGYKGRAGVYEVMPISEEMQRVIMN 515
NTDB id 1251 GCO85 RS07725 WP 011946523.1 LIIAQRLARKLCNQCKAVRDDFTNQGLIELGFKEADLVN..LKLYKAVGCEQCT.SGYRGRVGLFEVLPMTKELGQLIMS 531
NTDB id 230740 BEI RS08240 WP 420809732.1 LIIAQRLARRLCKHCKQPA.DIPREALLSQGFTPEEVEQA..TLYEPVGCKHCT.QGFKGRVGIYEVVPVSDAMSKLIMT 554
NTDB id 1058 ABD1 RS01615 WP 001274986.1 LVIAQRLARRLCSQCKIPA.DIPKQSLLEMGFTEQDLAHPDFRVFQPVGCLECR.EGYKGRVGIYEVMKVTPEISKIIME 527
NTDB id 1018 ACIAD RS01685 WP 004920473.1 LVIAQRLARRLCSQCKRPI.QVPERSLLEMGFTPEDLAQPEFQIFEPVGCHDCR.EGYKGRVGIYEVMKITPEISKIIME 527
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 RASIHQIERLAKANGMQTLQESGLEKLREGITSFAELQRVLYF 562
NTDB id 1401 DSB67 RS12665 WP 010643259.1 GASVHELEKLAIANGMQTLQMSGIEKLKQGITSFRELQRVLYF 561
NTDB id 1293 VP RS12240 WP 005479695.1 GASVHELEKLAIANGMSTLQMSGIEKLKQGITSFSELQRVLYF 561
NTDB id 1110 NGFG RS09235 WP 003689817.1 NGTEVGILDVAYKEGMVDLRRAGILKIMQGITSLEEVTANTND 558
NTDB id 1251 GCO85 RS07725 WP 011946523.1 GGNSLDILKLAQSEGMLTIFQSGIEKVKEGITTIEEVNRVTVD 574
NTDB id 230740 BEI RS08240 WP 420809732.1 HGNSMDFDAQARQEGHPDLRRSGLLKVMQGLTSLAEVNRVTKD 597
NTDB id 1058 ABD1 RS01615 WP 001274986.1 DGNALEIAAASEKLGFNNLRRSGLKKVMQGVTSLQEVNRVTSE 570
NTDB id 1018 ACIAD RS01685 WP 004920473.1 DGNALEIAATAETLGFNNLRRSGLKKVMQGVTSLQEINRVTSE 570
consensus * *** ** !* * *!* !* *!*!** !***** *



X non conserved

X similar

X ≥ 50% conserved


