
logo MKQASLQLKRLVSQHQLATLTPQLQQS IKRLLQLSTI
L
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ELQAQEVEQRAFLLTDENPLLEREGDNEPWLRDGTESAPRGIGADGSVNALQSSSATPELPQQTDESPPVEPA

NTDB id 23067 CV RS16430 WP 011136879.1 MKQALQLKVSQQLTLTPQLQQSIKLLQLSTLDLQAEVERFLLDNPLLERGDEPRDGEAPG..DG...........PEQQDSPVEA 72
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQSSSATPLPTESPPPA 85
consensus !!! !!!**!!*! !!!!!!!!!*!!!!!!**!! !!! ! *!!!!!! !* ! !* **!!***********! * *!!**!
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NTDB id 23067 CV RS16430 WP 011136879.1 .QEAD..............SRDDGAGELLDWGAG....ARKGDDDDFDPMLNVPCPISLREHLLTQLGELALTDRDRAVVSLLIE 138
NTDB id 1425 RS RS02020 WP 011000369.1 ANGADHADTAEASYENGSDFDSDYGTERSDWSLDDFARKPQSDEDDRAPMQLREAEPTQREFLMEQLAPLKLSPRDKGLVIFLIE 170
consensus ** !!************** ! * ! !! **** * !*!! !! ***** !!*!* !!**! !**!!***! !!!
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VGARSALAECSLTLQLQRRLDPGDESPAGHKAPLALATIVNREQHLAELLAGAGR
NTDB id 23067 CV RS16430 WP 011136879.1 ELDDDGYLPLGLDELAGNLPLELELDSDELAVGLALLQQFDPAGVGARSLAESLTLQLRRLPGDEPGHALALAIVREHLALLGGR 223
NTDB id 1425 RS RS02020 WP 011000369.1 SLDDEGYLTGSLDEILADLPAELEVELDELQAALRMLQSFDPAGIGARSAAECLTLQLQRLD..SPAKPLALTIVNQHLELLAAR 253
consensus !!!*!!!* !!!* * !! !!!** !!! *! *!! !!!!!*!!!! !!*!!!!! !!*** !***!!! !! !! !!**!
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NTDB id 23067 CV RS16430 WP 011136879.1 DYARLKKLLRCDDAALRDAQALIARLNPHPATGFGHGDVHYVIPDISVRKLRGRWTAELNRAAMPRLRVNRLYERMLADHRA... 305
NTDB id 1425 RS RS02020 WP 011000369.1 DYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPDVVVRKTAAGWMAQLNPDVMPRLRINDMYAQILRSSRGESG 338
consensus !! !!!! ! *!!* !* !* !! ! !*!***!!*** **!*!!* !!! * ! ! !!* !!!!!*! *! *! *!****
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NTDB id 23067 CV RS16430 WP 011136879.1 GGEMSGRLQEARWLVKNIQQRFDTILKVAEAIVERQQLFFEHGEVAMRPLILRDIAEELGLHESTVSRSTSQKYLLCSRGLFELK 390
NTDB id 1425 RS RS02020 WP 011000369.1 AANLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSFFTHGEIAMRPLVLREIADTLGLHESTISRVTTNKYMATPMGTFELK 423
consensus ** * *!!!!!!!*!!!!!!!!!!!*! !!!!!! !! !!!*!!!!!*!!*!!* !!!!!!!*!! !**!!* ** ! !!!!

logo YFFGSHSLVESTESTGGAEACSASTAIKRAHL IKRGQLMI
V
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GAEDPRAKKNPLSDSAR IADEALLAGEKQGFIQVVARRTVAKYREALMKQIPAVNLRKASL

NTDB id 23067 CV RS16430 WP 011136879.1 YFFGSSLETESGGECSATAIKAHIRGMIDAEDRAKPLSDSAIADALAKQGIQVARRTVAKYREAMQIPAVNLRKAL 466
NTDB id 1425 RS RS02020 WP 011000369.1 YFFGSHVSTETGGAASSTAIRALIKQLVGAEDPKNPLSDSRIAELLGEQGFVVARRTVAKYREALKIPAVNLRKSL 499
consensus !!!!!** !!*!! *! !!!*!*!* ** !!!* !!!!! !!* !* !! !!!!!!!!!!!!* !!!!!!!! !
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