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NTDB id 230640 CCE30 RS05745 WP 020807071.1 MALPTRNEVSDDLKWDLSRVFKNNQEWEQEYKQVAQEIKNLSKFKGTLAKSGKDLYEGITAILAVNRRLEKVYVYATMSS 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 .MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKN 79
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NTDB id 230640 CCE30 RS05745 WP 020807071.1 DVDTSNNHYLGFVAKAQSLANQMSAAIAFVDPEILSIPEETLAKFMQDEPRLENYRHRLEQITQKRPHTLPANEEKIIAD 160
NTDB id 480 HSISS4 RS02090 WP 002890133.1 DQDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAA 159
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NTDB id 230640 CCE30 RS05745 WP 020807071.1 AGDAMGTSANTFNVLTNSDMEYGYVQDEDGEMVQLSDGLYSLLIQSQDRNVRKNAFDVMYASYGQFENSLASTLSGEVKA 240
NTDB id 480 HSISS4 RS02090 WP 002890133.1 AGDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKV 239
consensus !!! * !!!!! ! !* ***! ! !**! !**! * !* ! !! *!! !** !!**! !! ** ! !! ! !!

logo HNFYNQAKRVHRHKYNSAREHAALASAENFS IVPETASVYDSTL ILEKESVNKSHLDPLLHRYLVADLRKKI
VLGLDKDELKQMYDMVYTVPLSTEGKTEPTVLASLYNTFYEEAS

NTDB id 230640 CCE30 RS05745 WP 020807071.1 HNFNARVHKYNSAREAALSENSVPTAVYDTLIKEVNSHLDLLHRYVALRKKILGLKDLQMYDMYVPLTGKPVLSYNFEEA 320
NTDB id 480 HSISS4 RS02090 WP 002890133.1 HNYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSETET.ALTYEES 318
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NTDB id 230640 CCE30 RS05745 WP 020807071.1 KEEARKALAPLGEDYLKHVDYIFNNRVIDVVENQNKVTGAYSGGAYDTDPYELLNWEDNLDSLYTLVHETGHSVHSWYTR 400
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NTDB id 230640 CCE30 RS05745 WP 020807071.1 NTQPYVYGDYPIFVAEIASTTNENILTEYFLDKITDPKTRAFVLNHYLDSFKGTLFRQTQFAEFEQFIHETDANGQPLTA 480
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QTQPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTA 478
consensus *!!!!!!!!!!!!*!!!!!!!!!!!!!! ! * !*!!! *!!!!!! !!!!*!!!!!!!!!!* !!! !! !!*!!!

logo DFVLMDNEKFLYAGDNLNEQKRYYGNDLKSAVEDPGNGYE IAQFMEWESR IPHFYMYNFYYVYQYATGFAAASTAYLAENKI
VVHGTEEQDEKRDEAYI

L
N
T
F
YLKASGSSDY

NTDB id 230640 CCE30 RS05745 WP 020807071.1 DVLDEFYGNLNQRYYGDSVEPGGEIAMEWSRIPHFYYNFYVYQYATGFAAATALANKVVHGTEQERDAYINFLKSGSSDY 560
NTDB id 480 HSISS4 RS02090 WP 002890133.1 DFMNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDY 558
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NTDB id 230640 CCE30 RS05745 WP 020807071.1 PTEIMKRAGVDMTRADYLRDAFDTFEKRLNEFEKIVDELNAEK 603
NTDB id 480 HSISS4 RS02090 WP 002890133.1 PLEVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
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