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FN \F( E/é\ YA&SSNTR\'/DRF(S)KV\. E\( EWNRMR DD DAA Q\.A DIJ%DRTKRLKEKRKEEEQ /éVQNﬁ

NP P[4 PYG SSNSRIDRFSBKNMLMEYGMTVIVRKTRGDDIDAACGQLAGD RIDRTKRIWNSKRIUAFRINAT VRl 373
WNPFPEAPYGKSSNSR DRFQKTLMEYGFTVIVRKTRGDDIDAACGQLAGDVIDRTKRTNEKRKFGIMGIAVQN] 393
WNPFPEAPY KSSN RIDRFQKTLMEYGFTVISVRKTRGDDIDAACGQLAGDVIDRTKRTIJEKRKFGIRGIAVQN 386
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