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NTDB id 1052 ABD1 RS15850 WP 001017033.1 ...............PL.......PVVS.AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIP 189
NTDB id 230574 OLMES RS03860 WP 232465254.1 SGEHAEGASSVSGQQPGVFVST.SAVAQANQEPALESIDFKRGEKGDGQVVLSLNTASVDVDMSEQAGNIRLEFKGVALP 229
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NTDB id 1052 ABD1 RS15850 WP 001017033.1 THLARRLNVNDFATPVSSIDAYNDKGVGVITIQSSGSYEYMAYQAENKLTISLKRPQDKN.VTSLYKTPNYSGNKLSLDF 268
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 DALRVRLDVKDFATPVQFVNASAQSDRTSITIEPSGLYDYLVYQTDNRLTVSIKPMTTEDAERRKKDNFAYTGEKLSLNF 288
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 QNISIRAVLQLLADFTGINMVVSDKVQGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQ 357
NTDB id 1284 ACE17W RS12370 WP 010946666.1 QNISIRAVLQLLADFTGINMVVSDKVQGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQ 357
NTDB id 1009 ACIAD RS15175 WP 004923730.1 QDIEVRRVLQLLADFTNINMVTADSVQGNITLHLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVSELIKSEEDEAKAI 349
NTDB id 1039 H0N27 RS01460 WP 031993779.1 QDIEVRRVLQLLADFTGINMVAADSVQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAV 348
NTDB id 1052 ABD1 RS15850 WP 001017033.1 QDIEVRRVLQLLADFTGINMVAADSVQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAV 348
NTDB id 230574 OLMES RS03860 WP 232465254.1 QDIDVRAVLQLIADFTGLNLVASDTVSGKITLRLQNVPWDQALELVLKTKGLDKRKVGNVLLVAPAAEIAAREKLELETS 389
NTDB id 1193 PAKAF RS26665 WP 003161249.1 QDIDVRSVLQLIADFTDLNLVASDTVQGNITLRLQNVPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIAARERQELEAQ 368
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 QTIEKLEPIRSDLIQINYAKAADIAVLIKDKQ...............................NSLLSDRGKISVDARTN 406
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NTDB id 1052 ABD1 RS15850 WP 001017033.1 AQSVKLAPLQTEYIQLKYAKAGDIMGLITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTN 428
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 TIWIQDTGTKIEEVRELIKQLDIPVKQVLIEARIVEVTKDFSQDIGIRWGVSRPTHLSGT..LEGA.....N........ 471
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 ELARGTAPANVVPLERRLNLDLAAVPLTGATPASVGIALAKLN.DNILLDLELSALESEGRAELISSPRLITTNQQAAVI 550
NTDB id 1284 ACE17W RS12370 WP 010946666.1 ELARGTAPANVVPLERRLNLDLAAAPLTGATPASVGIALAKLN.DNILLDLELSALESEGRAELISSPRLITTNQQAAVI 550
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 ESGEEIPYQEATSSGAT...AVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPS.PQTFLGVPAIITKEIQTNVLVNNG 626
NTDB id 1284 ACE17W RS12370 WP 010946666.1 ESGEEIPYQEATSSGAT...AVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPS.PQTFLGVPAIITKEIQTNVLVNNG 626
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NTDB id 1039 H0N27 RS01460 WP 031993779.1 ATGQQVPYQSTTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVA.GAAPNGELILNKNNINTNVLVDNG 659
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 LKGSEVPYQEASSSGAT...STSFKEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQNMLNGVPPINKNEVNAKILVNDG 651
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NTDB id 1052 ABD1 RS15850 WP 001017033.1 ETVILGGVFEQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 230574 OLMES RS03860 WP 232465254.1 ETIVLGGIFQAETSTTVTKTPFLGDLPYIGSLFKKTEEIDERGELLIFITPKLLKGGLTDQ........... 720
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ETIVIGGVFSNEQSKSVEKVPFLGELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR......... 714
consensus *!***!!** *** *****!!*!**!**!*!!** ** **!!!*!*!!**** * *

X non conserved

X similar

X ≥ 50% conserved


