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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYR.KLAEIAGQYLKKGGLVY 75
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYR.KLAEIAGQYLKKGGLVY 75
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFR.RQAEVAGQYLRKGSKVY 77
NTDB id 230551 CBW24 RS10115 WP 097373513.1 .MAGSVNKVIIVGNLGRDPEVRTFQNGGKVCNLRIATSENWKDRNTGERREKTEWHSVAIFSEPLARIAEQYLRKGSKVY 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYG.KLAEVAGEYLRKGSQVY 79
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NTDB id 1131 NGFG RS05740 WP 003695064.1 LEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPY.....DEGYGQSQEAYQRPAQQSRQPAPDAPSH 146
NTDB id 1103 NMB RS07590 WP 002212976.1 LEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPY.....EEGYGQSQEAYQRPAQQSRQPASDAPSH 146
NTDB id 1390 A4U84 RS00055 WP 021115958.1 VEGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGDFGGNQG....SGWNQ......APAQTNYNQGGYSDNY 143
NTDB id 230551 CBW24 RS10115 WP 097373513.1 IEGQLETRKWQDQSGQDRYSTEVVLRPYRGELTLLDGRNDGGSGGGNYGGSSGGGYPDDRG...GPS......GGYG... 147
NTDB id 1166 A1552VC RS00795 WP 000168289.1 IEGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQ.G...GMNVPAQQGSWGQPQQPAKQHQPMQ... 152
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NTDB id 1131 NGFG RS05740 WP 003695064.1 P......QEA...PAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 P......QEA...PAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 AQNNNFNGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 230551 CBW24 RS10115 WP 097373513.1 .......GGS...SGG.YGGGSGGGSPSSDLDDEIPF 173
NTDB id 1166 A1552VC RS00795 WP 000168289.1 .......QSA...PQQ.Y.SQPQYNEPPMDFDDDIPF 177
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