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NTDB id 230448 CBR70 RS04765 WP 032961144.1 MFSFFKKKTPPPAAPATPAPPPEPVVQP..................AEPVPPPADPSPVD..AAPVEPIPAQAAPLEPA. 59
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAE.SAVETVSGAVEQVKETVAEMPSEA 79
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NTDB id 230448 CBR70 RS04765 WP 032961144.1 .....AVEPAPVAPPPVPPQAAPEPVSEPAAAAPKKASWLSRLKQGLART....GQSLGGIFVGVKVDENLFEELESALI 130
NTDB id 1118 NGFG RS11455 WP 003696286.1 GEAAERVESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELETVLI 159
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NTDB id 230448 CBR70 RS04765 WP 032961144.1 MADAGMEATDKLLTALRARVKKERIEDPAQVKAALRQLLAEHLKPLERGFDLR.RSQPLVVMIAGVNGAGKTTSIGKLAH 209
NTDB id 1118 NGFG RS11455 WP 003696286.1 TGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAK 239
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NTDB id 230448 CBR70 RS04765 WP 032961144.1 TFQRQGASVLLAAGDTFRAAAREQLIEWGSRNNVTVIAQEGGDPAAVAFDAVNAGRARGAGVVMIDTAGRLPTQLHLMEE 289
NTDB id 1118 NGFG RS11455 WP 003696286.1 YFQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEE 319
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NTDB id 230448 CBR70 RS04765 WP 032961144.1 LKKIRRVIGKADAAAPHEVLLVVDGNTGQNALAQIRAFDAAIQLTGLVVTKLDGTAKGGTLAAVAAGSQGVRPVPVYWIG 369
NTDB id 1118 NGFG RS11455 WP 003696286.1 IKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALA....SDRPVPVRYIG 395
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NTDB id 230448 CBR70 RS04765 WP 032961144.1 VGEGLEDLQPFVAEEFATALLAD 392
NTDB id 1118 NGFG RS11455 WP 003696286.1 VGEGIDDLRPFDARAFVDALLD. 417
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