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NTDB id 1284 ACE17W RS12370 WP 010946666.1 TGATPASVGIALAKLND.NILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGA...TAVAFKKA 574
NTDB id 1009 ACIAD RS15175 WP 004923730.1 GVTTTGASSIAFGLISLSDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQSTTNSAAGSTATTSFKEA 595
NTDB id 1039 H0N27 RS01460 WP 031993779.1 GVSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDA 607
NTDB id 1052 ABD1 RS15850 WP 001017033.1 GVSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDA 607
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