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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 230320 CBR65 RS08970 WP 087466542.1 .MARGINKVILIGNVGQDPEVKYMPSGGAVTNISVATSETWKDKNTGQPQERTEWHRVVFFNRLGEIAGEYLRKGSKVYI 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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MKQMLDGSGRAGSNDQSEGQNGSDGGMSASPAFMYDEQGEGDNGMQYNGSVQPGSAWYQEAQNYQAGRQSPNWAGYQNTQNPQSQSYRKNQQPGAAGPSSYDGAKSPDQSANHAQYAPMQHNQGNN
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVANE....MKMLGGRNENSGGAPYDEGYGQSQEAYQRPAQQSRQPAPDAPSH.PQ... 148
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVANE....MKMLGGRNENSGGAPYEEGYGQSQEAYQRPAQQSRQPASDAPSH.PQ... 148
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGDV....LQMLDSRSSGGD...FGGNQGSGW..NQAPAQTNYNQGGY.SDNYAQNNN 148
NTDB id 230320 CBR65 RS08970 WP 087466542.1 EGSLRTRKWQAQDGTDRYTTEIVANE....MQMLDSRGDNSG.SSMGGDYGQGY..NQGQNYNQSKPAASGPQAAPQHGN 152
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGG.MPAQGGMNVPA..QQGSWGQPQQPA...KQHQPMQ.. 152
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NTDB id 1131 NGFG RS05740 WP 003695064.1 .......EAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 .......EAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 FNGGNATRPQPAQK.PAAQAEPPMDNFDDDIPF 180
NTDB id 230320 CBR65 RS08970 WP 087466542.1 QGGGYA.SSGAGQGNAPQQPPAGFDSFDDDIPF 184
NTDB id 1166 A1552VC RS00795 WP 000168289.1 .......QSAPQQYSQPQ.YNEPPMDFDDDIPF 177
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