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NTDB id 1410 SGL RS13950 WP 010873519.1 MTSSSSSKKSRAVALRNYFSPFGNKLVAGGHVDAEQLRQALVQVKKTGRSLPEELKAVTGRELSPELLRQYKKNQLFELK 80
NTDB id 1110 NGFG RS09235 WP 003689817.1 .................MSVGLLRILVQNQVVTVEQAEHYYNES.QAGKEVLPMLFSD..GVISPKSLAAL.......IA 53
NTDB id 1168 A1552VC RS11070 WP 000957200.1 .................MLTNLVAILRQAELISATQEQAVVTQVSASGTSVPEALLEL..SIFHAQELTEQ.......LS 54
NTDB id 1293 VP RS12240 WP 005479695.1 .................MHSNLSTILRQKGLLTFSQEESLIEQVKASGISMPEALLSS..GFFTSSELAEH.......LS 54
NTDB id 1401 DSB67 RS12665 WP 010643259.1 .................MLTNLSTVLRQAGILTFSQEESLLEQVKASGISMPEALLSS..GFFQSHELTEH.......LS 54
NTDB id 1251 GCO85 RS07725 WP 011946523.1 .........MALATEEYRLQGIGQLLVLEKLLDKTKAIELHKLAAAEKISLLQYIVKN..KILSAEQIALT.......AA 62
NTDB id 230317 CBR65 RS08195 WP 087466409.1 ...........MNSPQPTLSGLARRLVTDGLLDQESARQAMSQAAKEKVPFVQHLVHH..AILDARTIARA.......AS 60
NTDB id 1058 ABD1 RS01615 WP 001274986.1 .........MSALHTSPKFTGFFRRLVEEKHVSAATMQTALDAAKRAKQDTVAYLIEE..VHLSPSLLAET.......IS 62
NTDB id 1018 ACIAD RS01685 WP 004920473.1 .........MSAFTTPPKFSGFIRRLVEEGYVNAQNMQQALEKAKKFKQDIVPYLIDN..FSISPLTIAEI.......IS 62
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NTDB id 1410 SGL RS13950 WP 010873519.1 VLYGVDSVDPEVAPIATQQMAELIGRFFPLDTCRRFKFLPLAQQEGDPPSVLVAMVDPDNLAAQDELNRILRVKGFELRR 160
NTDB id 1110 NGFG RS09235 WP 003689817.1 RVFSYSILDLRHYPRH.....RVLMGVLTEEQMVEFHCVPVFRR...GDKVFFAVSDPTQMPQIQKTV...SAAGIAVEL 122
NTDB id 1168 A1552VC RS11070 WP 000957200.1 HIFGLPETDLSRYDYA.....NLCQQLGLRELITRYDALPIAKQ...GNLLLLAVSDPTLLQAEEEFR...FATGLQVEL 123
NTDB id 1293 VP RS12240 WP 005479695.1 SIFGLSQPELSQYEYA.....SLCQQLGLRELITRHNALPLHRT...PSTLLLAVADPTNQQAEDDFR...FATGLQVEL 123
NTDB id 1401 DSB67 RS12665 WP 010643259.1 SVFGLSCTSLNQYEYA.....SLCQTLGLRDLITRHNALPLNRT...SSTLILAVADPTNLQAEDDFR...FATGLQVEL 123
NTDB id 1251 GCO85 RS07725 WP 011946523.1 QNFGVPMLDINCIDVG.....TIPVNLVNEKLIKRHAMVPLFSR...GTNLYLATDDPSKQASLKEIQ...FHTGLNTHA 131
NTDB id 230317 CBR65 RS08195 WP 087466409.1 DEFGTPLFDLDALNRE.....AIPTKLVDQKLIRKHHTLPLTRR...GNRLFIAVADPTDLHALDEIK...FNTGINTEA 129
NTDB id 1058 ABD1 RS01615 WP 001274986.1 AEFAEPYFDLDVYDTS.....QIPKDLVDQKLILKHRILPLIQR...GQILYVATSNPSNIEAIDAIR...FNSKLLVEP 131
NTDB id 1018 ACIAD RS01685 WP 004920473.1 LEFGEPLLDLGVFDPA.....LFLKDKIDEKLIQKYRIMPLVHR...GHVLYVATSNPTNIEAMDAIR...FNSKLKVEP 131
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NTDB id 1410 SGL RS13950 WP 010873519.1 LVVTQDDFNQLLEQYYAIREEWEAAQEKRDQERALDKLNDLTDIVGSIDMNLGEDKEDVDNALDSNDANQAPVINLVNKI 240
NTDB id 1110 NGFG RS09235 WP 003689817.1 VIVEDDQLAGLLDWVGSRSTSLLQ.ELGEGQEE......................EESHTLYIDNEEAEDGPVPRFIHKT 179
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ALADHRALQAAIRRLYGRSIQGAANQGKEISQDE...........LANLVKVS...DDELQSIEDLSQDDSPVSRFINQV 189
NTDB id 1293 VP RS12240 WP 005479695.1 VLADFRELSTAIRRLYGRSLSHEKSGLKEINQEE...........LASLVDVG...ADEIDNIEDLSQDESPVSRYINQI 189
NTDB id 1401 DSB67 RS12665 WP 010643259.1 VLADFRELTAAIRRLYGRSLGQEKSGLKEINQDE...........LAGLVDIG...EDEIENIEDLSQDESPVSRYINQI 189
NTDB id 1251 GCO85 RS07725 WP 011946523.1 IVVETDKLSALIDNLLTAKESQG...LSEYVEDSG........DLEGLEISAD..DEDQDIDTATSVTDDAPIVKFVNKI 198
NTDB id 230317 CBR65 RS08195 WP 087466409.1 VLVEADKLATAIEKFLNAQEESIGDTLGGLDE.D.........GLDDLDIQAVD.DQAASADQGASEADEAPIVRFINKV 198
NTDB id 1058 ABD1 RS01615 WP 001274986.1 VIVEHHKLEKVLGQHFAEESS.F.....DFND.E..........EFDLDVNLDG.PTAQEDEEEAPQGDEAPIVKYINKL 193
NTDB id 1018 ACIAD RS01685 WP 004920473.1 IIVEHDKLERLLSEHFVEETH.F.....NFDT.E..........ELDLDVEVDP.HTTDDDDEDDKLKDEAPIVKYINKL 193
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NTDB id 1410 SGL RS13950 WP 010873519.1 LAKALQEGTSDIHVEPQEETLRIRFRKDGVLNQAFDPLPRKITPAVVARFKIMADMDIAERRSPQDGKIRRIYQ..GRKV 318
NTDB id 1110 NGFG RS09235 WP 003689817.1 LSDALRSGASDIHFEFYEHNARIRFRVDGQLREVVQP.PIAVRGQLASRIKVMSRLDISEKRIPQDGRMQLTFQKGGKPV 258
NTDB id 1168 A1552VC RS11070 WP 000957200.1 LLDAVRKGASDIHFEPYENQYRIRLRCDGILVETQQP.ASHLSRRLAARIKILSKLDIAERRLPQDGRIKLRLSR.DTAI 267
NTDB id 1293 VP RS12240 WP 005479695.1 LLDAVRKGASDIHFEPYEKMYRVRLRCDGILIETQQP.PNHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAI 267
NTDB id 1401 DSB67 RS12665 WP 010643259.1 LLDAVRKGASDIHFEPYENMYRVRLRCDGILIEIQQP.PSHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAI 267
NTDB id 1251 GCO85 RS07725 WP 011946523.1 LLDAIRQGASDIHFEPYEREYRIRYRQDGILHEVATP.PASLSSRITARIKVMSNLDISERRIPQDGGFKMKISK.SRAI 276
NTDB id 230317 CBR65 RS08195 WP 087466409.1 LLDAIKEGASDIHFEPYEKAYRVRFRTDGILHEVTRP.PVNLATRMAARLKVMSQMDISERRVPQDGRIKMKISK.TRAI 276
NTDB id 1058 ABD1 RS01615 WP 001274986.1 LIDAIRMGASDLHFEPYEKSYRVRYRVDGVLRQIANP.PLQLANRLASRLKVMSQMDISEKRVPQDGRIKLKLSK.SKAI 271
NTDB id 1018 ACIAD RS01685 WP 004920473.1 LIDAIRMSASDLHFEPYEKSYRVRYRVDGVLRLIATP.PLQLATRLASRLKVMSQMDISEKRVPQDGRIKLKMSK.SKTI 271
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NTDB id 1410 SGL RS13950 WP 010873519.1 DFRVNTLPSRYGEKVCLRILDNSATQLGLDFLITNPETLQTVRELAARPYGLMLVTGPTGSGKSTTLYSVLAERNSPEVN 398
NTDB id 1110 NGFG RS09235 WP 003689817.1 DFRVSTLPTLFGEKVVMRILNSDAASLNIDQLGFEPFQKKLLLEAIHRPYGMVLVTGPTGSGKTVSLYTCLNILNTESVN 338
NTDB id 1168 A1552VC RS11070 WP 000957200.1 DMRVSTLPTLWGEKIVLRLLDSSAANLDIDKLGYNPQQKQLYLNALKRPQGMILMTGPTGSGKTVSLYTGLRILNTSQIN 347
NTDB id 1293 VP RS12240 WP 005479695.1 DMRVSTLPTLFGEKIVLRLLDSSSASLDIDKLGYSEQQKQLYLEALRRPQGMILMTGPTGSGKTVSLYTGLNILNKPEIN 347
NTDB id 1401 DSB67 RS12665 WP 010643259.1 DMRVSTLPTLFGEKIVLRLLDSSSAALDINKLGYSDSQKQLYLDALRRPQGMILMTGPTGSGKTVSLYTGLSILNKPEIN 347
NTDB id 1251 GCO85 RS07725 WP 011946523.1 DFRVSTCPTSAGEKVVMRVLDSGAAKLGIEALGFNPVQRTNFLKAIQRPQGMILVTGPTGSGKTVTLYTALNILNTIEVN 356
NTDB id 230317 CBR65 RS08195 WP 087466409.1 DFRVNTLPTLFGEKVVLRILDPGAAKLGIDALGYEDNQKKLYLDALAQSQGMILVTGPTGSGKTVSLYTGLNILNTSETN 356
NTDB id 1058 ABD1 RS01615 WP 001274986.1 DFRVNSLPTLFGEKLVLRILDPSSAMLGIDALGYEEDQKALFMEALDKPQGMLLITGPTGSGKTVSLYTGLNILNTESSN 351
NTDB id 1018 ACIAD RS01685 WP 004920473.1 DFRVNSLPTLFGEKIVLRILDPASAMLGIDALGYEPEQKALFMEALNKPQGMLLITGPTGSGKTVSLYTGLNILNTEHAN 351
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NTDB id 1410 SGL RS13950 WP 010873519.1 INTAEDPIEYALPGITQVQVIREKGMDFSNILRAFMRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTLHTNDAAGAI 478
NTDB id 1110 NGFG RS09235 WP 003689817.1 IATAEDPAEINLPGINQVNVNDKQGLTFAAALKSFLRQDPDIIMVGEIRDLETADIAIKAAQTGHMVFSTLHTNNAPATL 418
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ISTAEDPVEINLSGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLETAEIAVKAAQTGHLVLSTLHTNSAAETV 427
NTDB id 1293 VP RS12240 WP 005479695.1 ISTAEDPVEINLSGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETI 427
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ISTAEDPVEIYLPGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETV 427
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ISTAEDPVEIKVPGINQVNINPKAGLTFSGALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVLSTLHTNSAAETL 436
NTDB id 230317 CBR65 RS08195 WP 087466409.1 ISTAEDPVEINLEGINQVQMNTRVGLTFAEALRSFLRQDPDVIMVGEIRDLETAEIAIKAAQTGHLVLSTLHTNSAPETL 436
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ISTAEDPVEINLEGINQVNVNPKVGLTFAAALKSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHMVMSTLHTNSAPETL 431
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ISTAEDPVEINLEGVNQVNVNPKVGLTFAAALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVMSTLHTNNAAETL 431
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NTDB id 1410 SGL RS13950 WP 010873519.1 ARLDEMGVEPFMVSGSLLGVLAQRLMRKVCTECRIAYHP.SKEELSRFGLSASGDEVVTFYKANSLSPDEIHLARQKGNL 557
NTDB id 1110 NGFG RS09235 WP 003689817.1 SRMLNMGVAPFNIASSVSLIMAQRLLRRLCSSCKQEVERPSASALKEVGFTDEDL...........A.KDWK..LYRAVG 484
NTDB id 1168 A1552VC RS11070 WP 000957200.1 IRLANMGVEPFNLASSLSLIIAQRLARRLCKHCKIAVRP.SALLQSQFAFQPNEI...............LY..EANAAG 489
NTDB id 1293 VP RS12240 WP 005479695.1 IRLSNMGVESFNLASSLSLIIAQRLARKLCPYCKQPQEH.TVQL.QHLGIQTTDN...............IF..RANPDG 488
NTDB id 1401 DSB67 RS12665 WP 010643259.1 IRLSNMGVESFNLASSLSLIIAQRLARKLCPYCRQPQEP.NSQL.QHIGIANTEQ...............IF..QANPDG 488
NTDB id 1251 GCO85 RS07725 WP 011946523.1 NRLVNMGIPTFNIASSVTLIIAQRLARKLCNQCKAVRDDFTNQGLIELGFKEADL...........V..NLK..LYKAVG 501
NTDB id 230317 CBR65 RS08195 WP 087466409.1 TRLLNMGVPAFNVATSVSLIIAQRLARRLCSNCKKPATDIPADILKQEGFDDIGI...........PPAEYQ..IFHPVG 503
NTDB id 1058 ABD1 RS01615 WP 001274986.1 TRLRNMGVPSFNIATSVNLVIAQRLARRLCSQCKIPA.DIPKQSLLEMGFTEQDL...........AHPDFR..VFQPVG 497
NTDB id 1018 ACIAD RS01685 WP 004920473.1 TRLRNMGVASFNIATSVNLVIAQRLARRLCSQCKRPI.QVPERSLLEMGFTPEDL...........AQPEFQ..IFEPVG 497
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NTDB id 1110 NGFG RS09235 WP 003689817.1 CDRCRGQGYKGRAGVYEVMPISEEMQRVIMNNGTEVGILDVAYKEGMVDLRRAGILKIMQGITSLEEVTANTND...... 558
NTDB id 1168 A1552VC RS11070 WP 000957200.1 CNECT.GGYSGRVGIYEVMAFNTELAEAIMQRASIHQIERLAKANGMQTLQESGLEKLREGITSFAELQRVLYF...... 562
NTDB id 1293 VP RS12240 WP 005479695.1 CNECT.HGYSGRTGIYEVMRFDESLSEALIKGASVHELEKLAIANGMSTLQMSGIEKLKQGITSFSELQRVLYF...... 561
NTDB id 1401 DSB67 RS12665 WP 010643259.1 CNECT.HGYSGRTGIYEVMKFDESLSEALIKGASVHELEKLAIANGMQTLQMSGIEKLKQGITSFRELQRVLYF...... 561
NTDB id 1251 GCO85 RS07725 WP 011946523.1 CEQCT.SGYRGRVGLFEVLPMTKELGQLIMSGGNSLDILKLAQSEGMLTIFQSGIEKVKEGITTIEEVNRVTVD...... 574
NTDB id 230317 CBR65 RS08195 WP 087466409.1 CNQCN.KGYKGRLGVYEVVRITPVIASLIMEGGNSLQIAKAAREAGFNNLRVSALRKVAMGLTSLEEANRVTKD...... 576
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