m

LA

ﬁK‘SF KNE.LBL b &A@%EVEYV

Logo AKK. .,K,_mgﬁ‘tirﬁﬁf@_ggémKAL AL

NTDB id 600 KW2 RS01765 WP 011675413.1 MATKK. .. .. KTNFDDITKKYGA VARG . A ANQKMS VESS]
NTDB id 269 KZH43 RS08665 WP 001085462.1 .MAKK..... PKKLEEISKKFGA INUANER . RAEQK S
NTDB id 228 SPD RS09265 WP 001085462.1 .MAKK..... PKKLEEISKKFGA IRVIANEE . RAEQK S
NTDB id 194 SPR RS08825 WP 001085462.1 .MAKK..... PKKLEEISKKFGA INUANER . RAEQK S
NTDB id 159 SP RS09750 WP 001085462.1 .MAKK..... PKKLEEISKKFGA INUANER . RAEQK S
NTDB id 499 SM12261 RS08315 WP 078228268.1 .MAKK..... PKKLDEISKKFGA BN . RAEQK S
NTDB id 527 SMSK321 RS11065 WP 001085454.1 MAKK..... INUANEE . RAEQK S
NTDB id 453 Spy49 1753c ACI62003.1 .MAKK..... ARSI . RAEQK S
NTDB id 408 SMU RS09530 WP 002262392.1 .MAKR..... UIAREE . RAEQK S
NTDB id 115 BSU 16940 NP 389576.2 ... ... . ... . IBVEONEE . KTDTR P|
NTDB id 625 LCA RS02525 WP 011374196.1 ....... ... . ... ... .KVDTQ S
NTDB id 1313 DR RS12030 WP 0108889%66.1 ....... MSKDATKEISAPTDAK .ESKLD S
NTDB id 1245 Cj1673c YP 002345041.1 ... .. ... o, LNl . KEVEQ
NTDB id 1211 C694 RS00795 WP 000963128.1  .................. 14" T KNUEGKGEY WRLG AN S
NTDB id 1214 NCTC11637 00359 SQJ03206.1 .................. (KA SIBA 9 T KIYFGKGE RLG PN S
NTDB id 1334 RAOC RS04870 WP 004918236.1  .......... MAKT..ETTSPND P|
NTDB id 1389 A4U84 RS07560 WP 021112712.1 MAENKKSSKNNTV. .VKQVEPEQ S
NTDB id 1130 NGFG RS03960 WP 003688695.1  .................... S
NTDB id 1124 NGFG RS03960 WP 003688695.1  .................... S
NTDB id 1123 OK783 RS03845 WP 003688695.1  .................... S
NTDB id 1427 RS RS02760 WP 011000510.1 MEDG........ K. .KAASMSA S
NTDB id 1022 ACIAD RS06390 WP 004925639.1  .................... S
NTDB id 1074 ABD1 RS10195 WP 000344167.1  ........... . ........ S
NTDB id 1165 A1552VC RS01565 WP 000344154.1 .................... S
NTDB id 1142 GTF74 RS11550 WP 000344154.1  ........... . ........ S
NTDB id 230240 CBP12 RS12800 WP 086965002.1 .................... S
NTDB id 1205 PSJM300 05545 AFN77183.1 ... . . ... . S

consensus




logo

'
|

IV ED oot o DMLY Mo Mgt e

EIYGPESSGKTT 154
EIYGPESSGKTT ANFAQKIRGGIAAF IDAEHALDPEY ABWAL GVN SQPD 1563
EIYGPESSGKTT AQFNQKINGGIWNAF IDAEHALDPJY ALWALGVN SQPD 153
EIYGPESSGKTT ANFAQKIRGGIAAF IDAEHALDPEY ABWAL GVN SQPD 153
EIYGPESSGKTT AFNQKINGGIWNAF IDAEHALDPEYY ALWALGVN SQPD 153
EIYGPESSGKTT ANEAQKIRGGIAAF IDAEHALDPEAY ARWAL GVN SQPD 153
EIYGPESSGKTT ANAQKINGGINAAF IDAEHALDPEY ABWAL GVN SQPD 1563
EIYGPESSGKTT ANFAQKINGGENAAF IDAEHALDPEVY ARWAL GVN QPD 153
EIYGPESSGKTT ANEAQKINGGIAAF IDAEHALDPEY ABWAL GVN SQPD 1563
E YGPESSGKTT AIYQNINGGFNAF IDAEHALDPYYAMYLGVN ELL SQPD 138
EIYGPESSGKTT AJAYQKINGGJWNA IDAEJJA DPISYARWALGVN D LL SQPD 140
BEIYGPES[EGKTT ANFAQKIAGGINSAF TIDAEHALDPYY ARRALGVNIIDELL SQPDRIGEQALE Il 1562
EIYGPESSGKTT AIGOKINGGUM¢AF IDAEHALDYRYY AL G VNgYD Ll SQPDIJGEQALEIY 139
EIYGPESSGKTT AIEOKINGGUACAF IDAEHALDYR:IY AIGHL GV ' gN I SQPD GEQALEI)S 141

¢

NTDB id 600 KW2 RS01765 WP 011675413.1
NTDB id 269 KZH43 RS08665 WP 001085462.1
NTDB id 228 SPD RS09265 WP 001085462.1
NTDB id 194 SPR RS08825 WP 001085462.1
NTDB id 159 SP RS09750 WP 001085462.1

NTDB id 499 SM12261 RS08315 WP 078228268.1
NTDB id 527 SMSK321 RS11065 WP 001085454.1
NTDB id 453 Spy49 1753c ACI62003.1

NTDB id 408 SMU RS09530 WP 002262392.1
NTDB id 115 BSU 16940 NP 389576.2

NTDB id 625 LCA RS02525 WP 011374196.1
NTDB id 1313 DR RS12030 WP 010888966.1
NTDB id 1245 Cj1673c YP 002345041.1

NTDB id 1211 C694 RS00795 WP 000963128.1
NTDB id 1214 NCTC11637 00359 SQJ03206.1
NTDB id 1334 RAOC RS04870 WP 004918236.1
NTDB id 1389 A4U84 RS07560 WP 021112712.1
NTDB id 1130 NGFG RS03960 WP 003688695.1

EIYGPESSGKTT AIGOKINGGAAAF IDAEHALDYR:IY AISHLGV ) L SQPD GEQALEI)H 141
EIYGPESSGKTT AJFNQKWGGIWNAF IDAEHARGDIUSIY AINSLG N EL  SQPDYGEQALEIA 148
EIYGPESSGKTT AWAQK[SFYNEAF IDAEHALDPY Y AL GVNDELL SQPDRGEQALEI[® 156
EI GPESSGKTT UGAF DAEHARDPWUYAIANLGVIY ELM SQPD GEQALEI( 140

I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I

NTDB id 1124 NGFG RS03960 WP 003688695.1 EI GPESSGKTT VGAEF DAEHAJDPMY AISL G V]S SQPD GEQALEI( 140
NTDB id 1123 0K783 RS03845 WP 003688695.1 EI GPESSGKTT \UAF DAEHAIDPYYY ARSSL G V)Y SQPD GEQALEIH 140
NTDB id 1427 RS RS02760 WP 011000510.1 EIYGPESSGKTT INMAFIDAEHALD)ENY ADISL G V]S SQPD GEQALEIf 148
NTDB id 1022 ACIAD RS06390 WP 004925639.1 I EIYGPESSGKTT INMAFIDAEHALDPNY AL GV SQPDBIGEQALETIEA 139
NTDB id 1074 ABD1 RS10195 WP 000344167.1 I EIYGPESSGKTT INSAFIDAEHALDPNYAIASLGV SQPDRIGEQALETIRA 139
NTDB id 1165 A1552VC RS01565 WP 000344154.1 pEREEeI3RSHIeIGNy SQPD GEQALEI( BARSGAVD 139
NTDB id 1142 GTF74 RS11550 WP 000344154.1 I EI GPESSGKTT SQPD GEQALEI BRSGAVD 139
NTDB id 230240 CBP12 RS12800 WP 086965002.1 E YGPESSGKTT SQPD GEQALEI( 139

NTDB id 1205 PSJM300 05545 AFN77183.1 EIYGPESSGKTT SQPD GEQALETIN 139
consensus Frle o DUTER D D R T skl Do ke Dar DLDxbo e DL T hskkskrloak b DLl D Dxbxl % cork lkrnlx

H



ML

50, 50V LR Sl UL F AT

NTDB id 600 KW2 RS01765 WP 011675413.1 G WGDSEIVGLQAR . 233
NTDB id 269 KZH43 RS08665 WP 001085462.1 GDHGDSHVGLQAR . 232
NTDB id 228 SPD RS09265 WP 001085462.1 GDIGDSHVGLQAR . 232
NTDB id 194 SPR RS08825 WP 001085462.1 GDHGDSHVGLQAR . 232
NTDB id 159 SP RS09750 WP 001085462.1 GDIGDSHVGLQAR . 232
NTDB id 499 SM12261 RS08315 WP 078228268.1 GDHGDSHVGLQAR . 232
NTDB id 527 SMSK321 RS11065 WP 001085454.1 GDHGDSHVGLQAR . 232
NTDB id 453 Spy49 1753c ACI62003.1 GDIGDSHVGLQAR . 232
NTDB id 408 SMU RS09530 WP 002262392.1 GDHGDSHVGLQAR . 232
NTDB id 115 BSU 16940 NP 389576.2 GDMGDSHVGLQAR . 217
NTDB id 625 LCA RS02525 WP 011374196.1 G MGD HVGLQAR . 219
NTDB id 1313 DR RS12030 WP 010888966.1 GDMGDSIBJGLQAR . 231
NTDB id 1245 Cj1673c YP 002345041.1 GDMGDMHVGLQAR 219
NTDB id 1211 C694 RS00795 WP 000963128.1 GDMGDNHVGLQAR 221
NTDB id 1214 NCTC11637 00359 SQJ03206.1 GDMGD[NHVGLQAR 221
NTDB id 1334 RAOC RS04870 WP 004918236.1 GDMGDS  GLJIAR . 227
NTDB id 1389 A4U84 RS07560 WP 021112712.1 GDMGDSH GLQAR . 235
NTDB id 1130 NGFG RS03960 WP 003688695.1 GDMGDSHVGLQAR . 219
NTDB id 1124 NGFG RS03960 WP 003688695.1 GDMGDSHVGLQAR . 219
NTDB id 1123 0K783 RS03845 WP 003688695.1 VVVDSVAALYYP GDMGDSHVGLQAR . 219
NTDB id 1427 RS RS02760 WP 011000510.1 V DSVAALWP MGD [BJGLQAR . 227
NTDB id 1022 ACIAD RS06390 WP 004925639.1 VVDSVAALMP MGDSH GLQAR . 218
NTDB id 1074 ABD1 RS10195 WP 000344167.1 VVDSVAALpP MGDSH GLQAR . 218
NTDB id 1165 A1552VC RS01565 WP 000344154.1 VVDSVAALP MGDSH GLQAR . 218
NTDB id 1142 GTF74 RS11550 WP 000344154.1 VVDSVAALMP MGDSH GLQAR . 218
NTDB id 230240 CBP12 RS12800 WP 086965002.1 DSVAALWP MGDSHVGLQAR . 218
NTDB id 1205 PSJM300 05545 AFN77183.1 VDSVAALWYP MGD HVGLQAR . 218

consensus P N N Y NN Ty e PN I Ry Ry R R o e e e R N RN



IR o TRV Mool 1 15 Elml Vi A

NTDB id 600 KW2 RS01765 WP 011675413.1 GSTKIEEGS. KVVKNKVAPPF IM GEGISGEL N 312
NTDB id 269 KZH43 RS08665 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 228 SPD RS09265 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 194 SPR RS08825 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 159 SP RS09750 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 499 SM12261 RS08315 WP 078228268.1 IMGSTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IMGSTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 453 Spy49 1753c ACI62003.1 IMGTTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 408 SMU RS09530 WP 002262392.1 IMGNTQIKGTG. KVVKNKVAPPF IFHYGEGIS K 311
NTDB id 115 BSU 16940 NP 389576.2 BRAEQLKQGN. . ... KVVKNKVAPPF IMYGEGIS D 292
NTDB id 625 LCA RS02525 WP 011374196.1 IMBAETIKNGT. . ... KVVKNKVAPPF IMYG GIS D 294
NTDB id 1313 DR RS12030 WP 010888966.1 R .PTKVGNDA KPVKNKVARPF G 307
NTDB id 1245 Cj1673c YP 002345041.1 R .L.KQNEEP KVVKNKVAPPF M GEG S DY 294
NTDB id 1211 C694 RS00795 WP 000963128.1 R .L.KQNEQH INKVVKNKVAPPF IM GEGIS DY 296
NTDB id 1214 NCTC11637 00359 SQJ03206.1 R ....L.KQNEQH BKVVKNKVAPPF IM GEGIS DY 296
NTDB id 1334 RAOC RS04870 WP 004918236.1 IMBSLSDTGKIKDKSGEV KVVKNKVAPPF IMYGEG S D 307
NTDB id 1389 A4U84 RS07560 WP 021112712.1 IMRCGV. .. .V.KDGREI KVVKNKVAPPF IMYGEGIS I 310
NTDB id 1130 NGFG RS03960 WP 003688695.1 R .. I.KKGEEV KV KNKVAPPF D 294
NTDB id 1124 NGFG RS03960 WP 003688695.1 R .. I.KKGEEYV KV KNKVAPPF D 294
NTDB id 1123 0K783 RS03845 WP 003688695.1 R .. I.KKG KV KNKVAPPF D 294
NTDB id 1427 RS RS02760 WP 011000510.1 R .. I.KKG KVVKNKVAPPF D 302
NTDB id 1022 ACIAD RS06390 WP 004925639.1 R . .V.KEG KVVKNK APPF [SAISINTIRYGIMG |MMEGEL |y 293
NTDB id 1074 ABD1 RS10195 WP 000344167.1 R . .V.KEG KVVKNK APPF [SAININTIRY GIAGINNRGEL | 293
NTDB id 1165 A1552VC RS01565 WP 000344154.1 R ..I.KEG KVVKNK AEPF D 293
NTDB id 1142 GTF74 RS11550 WP 000344154.1 R ..I.KEG KVVKNK ARPF D 293
NTDB id 230240 CBP12 RS12800 WP 086965002.1 R ..I.KEG KVVKNKVAPPF E 293
NTDB id 1205 PSJM300 05545 AFN77183.1 R .V.KEG KVVKNKVAPPF D 293
1

consensus EANEEE N * ok klskre LT b bk % ke Dk |k * % * kkk | Dokkx |



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600
269
228
194
159
499
527
453
408
115
625
1313
1245
1211
1214
1334
1389
1130
1124
1123
1427
1022
1074
1165
1142

consensus

Kw2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1
SPR RS08825 WP 001085462.1
SP RS09750 WP 001085462.1
SM12261 RS08315 WP 078228268.1
SMSK321 RS11065 WP 001085454.1
Spy49 1753c ACI62003.1
SMU RS09530 WP 002262392.1
BSU 16940 NP 389576.2
LCA RS02525 WP 011374196.1
DR RS12030 WP 010888966.1
Cj1673c YP 002345041.1
C694 RS00795 WP 000963128.1
NCTC11637 00359 SQJ03206.1
RAOC RS04870 WP 004918236.1
A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1
ACIAD RS06390 WP 004925639.1
ABD1 RS10195 WP 000344167.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
230240 CBP12 RS12800 WP 086965002.1
1205 PSJM300 05545 AFN77183.1

ZDNWNNlXNXNZ

\/ 1 EHﬁE}Q,\ Eo

D T S o R R R N 1]
LDDSEVAETEEETTASKTKAKAKKEEKAVET IELELED.....
IDGEEVSEQDTENKKDE. .. .PKKEEA. .
IDGEEVSEQDTENKKDE. .. .PKKEEA. .
IDGEEVSEQDTENKKDE. .. .PKKEEA. .
IDGEEVSEQDTENKKDE. .. .PKKEEA. .
IDGEEIAES....KKDE....AAQVDS..
IDGEEAAES. .. .KKDE....VAQVDS..
LEESEEESAMAVASE....... E.......
IEEDNTEEKQSSKEK....... ETDEK. .ADKNLVLELDDTIELE
DNNGVVQQQAEETQEEL.EFE.E. . oottt
SDVPEEDLPTTEDE.QI.NILPDDST..... - ............
MAATRAGNAGEAPALAPAPAAP....... E....AAEA. .. .. ........
EGMISGSEDDEGEE. . . . . it e e e e e e e e
NEEIMPLPDEPLEEME. . . . . . ittt e e e e i eee e
NEEIMPLPDEPLEEME. . . . . . it e e e e e e e e e e e e e

IMEMLLNPENM.QLIAETSSAA...DDVEFG....AVPESEEF...........
IMEMLLNPENM.QLIAETSSAA...DDVEFG... . .AVPEEF...........
KPGEEKVKVDEAPGALG.NPLPKD....DTE@BEF...........
TSANTKAT........... PVAED....LADART...........

VPLDLGDELEIE
VPLDLGDELEIE
VPLDLGDELEIE
VPLDLGDELEIE
VILDLGDELEIE
VILDLGDELEIE
LALDLDNGIEIE

387
385
385
385
385
381
381
377
382
348
355
363
343
347
347
343
372
348
348
348
352
349
349
354
354
357
347



logo

LEE
NTDB id 600 KW2 RS01765 WP 011675413.1 C 387
NTDB id 269 KZH43 RS08665 WP 001085462.1 IEE 388
NTDB id 228 SPD RS09265 WP 001085462.1 IEE 388
NTDB id 194 SPR RS08825 WP 001085462.1 IEE 388
NTDB id 159 SP RS09750 WP 001085462.1 IEE 388

NTDB id 499 SM12261 RS08315 WP 078228268.1 IEE 384
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IEE 384

NTDB id 453 Spy49 1753c ACI62003.1 D.. 378
NTDB id 408 SMU RS09530 WP 002262392.1 D.. 383
NTDB id 115 BSU 16940 NP 389576.2 R 348
NTDB id 625 LCA RS02525 WP 011374196.1 C 355
NTDB id 1313 DR RS12030 WP 010888966.1 R 363
NTDB id 1245 Cj1673c YP 002345041.1 C 343
NTDB id 1211 C694 RS00795 WP 000963128.1 C 347
NTDB id 1214 NCTC11637 00359 SQJ03206.1 R 347
NTDB id 1334 RAOC RS04870 WP 004918236.1 . 343
NTDB id 1389 A4U84 RS07560 WP 021112712.1 C 372
NTDB id 1130 NGFG RS03960 WP 003688695.1 . 348
NTDB id 1124 NGFG RS03960 WP 003688695.1 R 348
NTDB id 1123 0K783 RS03845 WP 003688695.1 R 348
NTDB id 1427 RS RS02760 WP 011000510.1 . 352
NTDB id 1022 ACIAD RS06390 WP 004925639.1 R 349
NTDB id 1074 ABD1 RS10195 WP 000344167.1 C 349
NTDB id 1165 A1552VC RS01565 WP 000344154.1 ... 354
NTDB id 1142 GTF74 RS11550 WP 000344154.1 C 354
NTDB id 230240 CBP12 RS12800 WP 086965002.1 ... 357
NTDB id 1205 PSJM300 05545 AFN77183.1 R 347
consensus

X non conserved
B similar
> 507 conserved



